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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || VNANAAHL 163 2.1000 35. 00
2 ILLNLPAARV 9 1. 7000 28. 33
3 [FGRLKALGR 382 1. 4000 23.33
4 ILLRSHAVTL 186 1. 2000 20. 00
5 VWM GMLSS 1413 1. 2000 20. 00
6 | GLSSWG 416 1. 1000 18.33
7 LVLAAGPDG 39 1. 0700 17.83
8 LQRQLG LS 529 1. 0000 16. 67
9 ILGLFNPLSV 1425 0. 9800 16. 33
10 [FVRQAHQI C 1136 0. 9000 15. 00
11 |LRVEVGAPS 75 0. 7000 11. 67
112 |LGRVESKPL 388 0. 7000 11. 67
13 'M GMLSSW 1415 0. 6000 10. 00
14 IVREI VNANA 1160 0. 4000 6. 67
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15 || VKFLSEQV 208 0. 2800 4. 67
16 \WAYQRSEAL 344 0. 2000 3.33
17 [LNSLLNLPA 6 0. 1000 1. 67
18 \WSYSAQPS 28 0. 1000 1. 67
19 |VKFLSEQUL 1209 0. 1000 1. 67
20 \VENAI ATAV 1330 -0.0100 [s
21 ILRRGHKM | 1396 -0.0100 0
22 VI TWSYSA 25 -0. 0500 [s
23 || CPVGAWA 143 -0. 0500 0
24 |1 GVRGSYG 1403 - 0. 2000 [s
25 ILAGLEPTLT 543 -0.2100 0
26 | YSAQPSARL 31 - 0.3000 [s
27 IMPI I AVSSL 1178 - 0. 3000 0
28 ' YQRSEALAD 1346 - 0. 4000 0
29 NRGSYGGW 1406 - 0. 4000 0
30 [YGGVWM GM 1410 - 0. 4700 [s
31 ILKM QRLLR 482 - 0. 5000 0
32 LAFI DTPGV 190 -0.5300 0
33 \WGLGLFNP 422 - 0. 6000 0
34 |VGGLGQPHL 98 - 0. 6300 0
135 LSSWGLGL 419 - 0. 6500 0
36 |VGAWATKT 146 - 0. 6600 0
37 | VRSEAKANV 1455 -0. 7000 0
38 || RSATEQLA 232 - 0. 8000 [s
39 |LRGGLAFI D 86 - 0. 9000 [s
40 \VEVGAPSPL 77 - 1. 0000 0
41 LGLLPEADA 1110 -1.0000 [s
42 [FLSEQVLSR 211 - 1. 0000 [s
43 VM GMLSSV 414 -1. 0000 [s
44 [FNPLSVGAG 428 - 1. 0000 [s
45 ILSVGAGLI L 431 -1.0000 0
46 |LKALGRVES 385 -1. 0100 [s
47 | VRRAPHAGG 63 -1.1000 [s
48 VRQAHQ! CP 137 -1.1000 [s
49 LG LSQVND 533 -1.1000 [s
50 |LAVSLGSEL 239 -1. 2000 [s
51 |LQRARVPMP 1171 -1. 2300 [s
52 |11 AVSSLLR 180 -1.2500 [s
53 LLRGGLAFI 85 -1.3000 [s

1/31/2010 1:03 PM



Prediction Results

30f5

http://www.imtech.res.in/tmp/filed6211.html

ALLELE:

DRB1_0102

Threshold for 3 %w th score:
0.7

6

H ghest Score achi evabl e by any
pepti de:

[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 || VNANAAHL 163 3. 1000 51. 67
2 |LLNLPAARV 9 2.7000 145. 00
3 ILLRSHAVTL 186 2. 2000 36. 67
4 VWM GMLSS 1413 2. 2000 36. 67
5 | GVLSSWG 416 2.1000 35. 00
6 |LVLAAGPDG 39 2.0700 134. 50
7 LQRQLGI LS 529 2. 0000 33.33
8 ILGLFNPLSV 425 1. 9800 33. 00
9 |LRVEVGAPS 75 1. 7000 28.33
110 | LGRVESKPL 388 1. 7000 28.33
11 M GMLSSW 415 1. 6000 26. 67
12 [FGRLKALGR 382 1. 4000 23. 33
13 || VKFLSEQV 208 1. 2800 21.33
14 ILNSLLNLPA 6 1. 1000 18.33
15 \WSYSAGPS 28 1. 1000 18. 33
16 | VKFLSEQUL 209 1. 1000 18. 33
117 \WI TWSYS 24 1. 0000 16. 67
18 [VENAI ATAV 1330 0. 9900 16. 50
119 ILRRGHKM | 1396 0. 9900 16. 50
20 VI TWSYSA 25 0. 9500 |15. 83
21 | CPVGAWA 143 0. 9500 15. 83
22 [FVRQAHQI C 1136 0. 9000 15. 00
23 I 1 GVRGSYG 403 0. 8000 13.33
24 ILAGLEPTLT 543 0. 7900 13. 17
25 IMPI I AVSSL 1178 0. 7000 111. 67
26 NRGSYGGW 1406 0. 6000 10. 00
27 ILKM QRLLR 482 0. 5000 8. 33
28 LAFI DTPGV 90 0. 4700 7.83
29 \WGLGLFNP 422 0. 4000 6. 67
30 |VGGLGQPHL 98 0.3700 6. 17
31 ILSSWGLGL 1419 0. 3500 5. 83
32 VGAWATKT 146 0. 3400 5. 67
33 | VRSEAKANV 455 0. 3000 5. 00
34 | RSATEQLA 232 0. 2000 3.33
35 \LRGGLAFI D 86 0. 1000 1. 67
36 |LKALGRVES 1385 -0.0100 0
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37 \VRRAPHAGG 63 -0.1000 0
38 VRQAHQI CP 137 -0. 1000 [s
39 LG LSQUND 533 -0.1000 0
40 |LAVSLGSEL 239 - 0. 2000 [s
41 |LQRARVPMP 1171 - 0. 2300 0
42 |1 AVSSLLR 1180 -0. 2500 [s
43 |LLRGGLAFI 85 -0. 3000 0
44 LFNPLSVGA 427 - 0. 5000 [s
45 | RELQRQLG 526 - 0. 5000 0
46 ILRSHAVTLN 187 -0.5100 [s
47 \VREI VNANA 1160 - 0. 6000 0
48 || SFWSKQS 1470 - 0. 6500 [s
49 [VNANAAHLQ 164 - 0. 6600 0
50 |LPEADAVLY 1113 -0. 7000 0
51 \VGLGLFNPL 1423 -0. 7000 0

ALLELE:

DRB1_0301

Threshold for 3 %w th score:

2.96

H ghest Score achi evabl e by any

pepti de:

9.

5

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 396 6. 4000 67.37
2 \VWSDTSQEF 121 /5. 3000 55.79
3 \WI TWSYS 24 4. 9700 52. 32
4 ILKM QRLLR 482 4. 7000 49. 47
5 M | GVRGSY 402 4. 5000 47. 37
6 VWM GM.SS 413 4. 4000 46. 32
7 |LKALGRVES 1385 4.3000 45. 26
8 ' VWNDPNLRD 1249 3. 9000 141. 05
9 \LVWSDTSQE 1120 3.8700 40. 74
110 VM GMLSSV 414 3. 6700 38.63
11 \VRAGVLGEI 224 3. 6000 137.89
12 IMLSSWGLG 418 3. 6000 137.89
13 \LVLAAGPDG 39 3. 5000 36. 84
14 |LQRARVPMP 1171 3. 5000 36. 84
15 \VRRAPHAGG 63 3. 2000 33. 68
16 LAFI DTPGV 190 3. 1000 132. 63
117 |LLRGGLAFI 85 3. 0000 31.58
18 | VDHDLRTRF 295 3.0000 31.58

1/31/2010 1:03 PM



Prediction Results

50f 5

http://www.imtech.res.in/tmp/filed6211.html

119 | VRSEAKANV 1455 3.0000 131.58
20 ILRSHAVTLN 1187 2. 9000 130. 53
21 |LRGGLAFI D 86 2. 8000 129. 47
22 MRGSYGGW 406 2. 8000 29. 47
23 |FVDDI SFW 466 2.8000 29. 47
24 IMPI I AVSSL 1178 2. 7300 28. 74
25 \VLRVEVGAP 74 2. 7000 28. 42
26 | AVSSLLRS 181 2. 7000 28. 42
27 \WGLGLFNP 422 2. 7000 28. 42
28 LQRQLG LS 529 2. 7000 28. 42
29 || QRLLRDHY 485 2. 6000 27.37
30 || VNANAAHL 1163 2. 5600 26. 95
31 LLRSHAVTL 186 2. 5600 26. 95
32 | PVDDI STD 54 2. 4700 26. 00
33 || GNDVENA| 326 2. 4100 25.37
34 | GMLSSWG 416 2. 4000 25. 26
35 VGAGLI LGR 433 2. 4000 25. 26
36 \WSYSAQPS 28 2. 3000 24.21
37 | LLRDHYREI 488 2.3000 24.21
38 | RELQRQLG 526 2. 3000 24. 21
39 |LRVEVGAPS 75 2. 1000 22.11
40 ILLNSLLNLP 5 2. 0100 21.16
41 VRQAHQ CP 1137 2. 0000 21. 05
42 |VLGDGFNDL 283 1. 9700 20. 74
43 || TRSLTESL 500 1. 9600 120. 63
44 [FPAI VKFLS 205 1. 9000 20. 00
45 LLNLPAARV 9 1. 8000 18. 95
46 || STDVRRAP 59 1. 8000 18. 95
47 [FNPLSVGAG 428 1. 8000 18. 95
48 | VGDDEATW 17 1. 7000 117. 89
49 \VPMPI | AVS 1176 1. 7000 117. 89
50 11 AVSSLLR 1180 1. 7000 17. 89
51 [VTLNDKELN 1192 1. 7000 17. 89
52 |LRDHYREI A 489 1. 7000 117. 89
53 |VEVGAPSPL 77 1. 6300 117.16
54 VSYSAQPSA 29 1. 6000 16. 84
55 [FVRQAHQI C 1136 1. 6000 16. 84
56 |WATKTDLY
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