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LLRVAGDRHLELTEK
CRWEHVNVBEDVERRL
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GLLRVAGDRHLELTE
MNELVDTTEMYLRTI

DGLLRVAGDRHLELT
LAl AVMRKHRLAERL
HVQGDI DLI TRLKDA
RALAI AVNRKHRLAE
GDI DLI TRLKDAGW
DI DLI TRLKDAGVVP
VQGD! DLI TRLKDAG
RDGLLRVAGDRHLEL
QGDI DLI TRLKDAGV
TEHVQGDI DLI TRLK
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NELVDTTEMYLRTI Y
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YLRTI YDLEEEGVTP
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LAERLLVDVI GLPVE
RVERDGL L RVAGDRH
MERDGLLRVAGDRHL
SRMVERDGLLRVAGDR
DLI TRLKDAGVWPNA
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ELVDTTEMY
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VSRVERDGL
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YLRTI YDLE
VSRVERDGL
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| DLI TRLKD
VSRVERDGL
VQGDI DLI T
SQTVSRMVER
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RKHRLAERL
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RKHRLAERL
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PGHENVTL PHEMAHA
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PGADDANLVRLTELP
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GVTPLRARI AERLDQ
VWRQLTEHVQGDI D
DQSGPTVSQTVSRVE
VKVLNNPTTSPFGNP
VERRLVKVLNNPTTS
TPLRARI AERLDQSG
VTLPHEMAHAVKVEK
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DVERRLVKVLNNPTT
ADDANLVRLTELPAG
VTPLRARI AERLDQS
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L DQSGPTVSQTVSRM
AGDRHLEL TEKGRAL
TEKGRALAI AVNRKH
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RI AERLDQS
CRWEHVNVBE
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LRARI AERL
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| YDLEEEGV
RI AERLDQS
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PLRARI AER
VAGDRHLEL
VTLPHEMAH
VAVWRQLT
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VAVWRQLT
RI AERLDQS
VAGDRHLEL
VQGDI DLI T
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VRQLTEHVQ
PTVSQTVSR
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NLVRLTEL PAGSPVA
LLVDVI GLPWEEVHA
EVHAEACRWEHVMSE
AERLDQSGPTVSQTV
PEPGADDANLVRLTE
LELTEKGRALAI AVM
SEDVERRL VKVLNNP
AGSPVAVWVRQLTEH
RLDQSGPTVSQTVSR
EEEGVTPLRARI AER
GGGVTI VI PGHENVT
| VI PGHENVTLPHEM
LVRLTELPAGSPVAV
DANLVRL TELPAGSP
ERLDQSGPTVSQTVS
VGPEPGADDANLVRL
DDANLVRL TELPAGS
ELTEKGRALAI AVMNR
TRLKDAGVVPNARVT
LEEEGVTPLRARI AE
LTEKGRALAI AVMRK
LPAGSPVAVWVRQLT
NARVTVETTPGGGVT
PAGSPVAVWRQLTE
PNARVTVETTPGGGV
VI PGHENVTLPHEMA
VRLTEL PAGSPVAW
DLEEEGVTPLRARI A
GVGPEPGADDANL VR
KVLNNPTTSPFGNP

EEVHAEACRWEHVMS
LVEL GVGPEPGADDA
EL PAGSPVAVWVRQL
PGGGVTI VI PGHENV
YDLEEEGVTPLRAR

GLVEL GVGPEPGADD
RLTEL PAGSPVAVWW
VEEVHAEACRVWEHVM
LGVGPEPGADDANLV
TELPAGSPVAVWVRQ
PGLVEL GVGPEPGAD
| PGLVEL GVGPEPGA
VI GLPWEEVHAEACR
LTELPAGSPVAVWVR
LVDVI GLPWEEVHAE
SPFG\PI PGLVELGV
VEL GVGPEPGADDAN
L PWEEVHAEACRVEH
TSPFGNPI PGLVELG
PWEEVHAEACRVEHV
| GLPWEEVHAEACRW
VDVI GLPWEEVHAEA
EL GVGPEPGADDANL
PFGNPI PGLVELGVG
FGNPI PGLVELGVGP
TTSPFGNPI PGLVEL
DVI GLPWEEVHAEAC
GLPWEEVHAEACRVE
TPGGGVTI VI PGHEN
VLNNPTTSPFGN\PI P
ARVTVETTPGGGVTI

Pl PGLVEL GVGPEPG
PTTSPFGNPI PGLVE
NPI PGLVEL GVGPEP
RVTVETTPGGGVTI V
NPTTSPFGNPI PGLV
TVETTPGGGVTI VI P
VTVETTPGGGVTI VI

TTPGGGVTI VI PGHE
LNNPTTSPFG\PI PG
NNPTTSPFGNPI PGL
GNPI PGLVEL GVGPE
VETTPGGGVTI VI PG
ETTPGGGVTI VI PGH

NLVRLTELP
LLVDVI GLP
AEACRVEHV
AERLDQSGP
GADDANLVR
LELTEKGRA
DVERRLVKV
PVAVWVRQL
LDQSGPTVS
GVTPLRAR

VTI VI PGHE
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LDQSGPTVS
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LPWEEVHAE
VI GLPVEEV
LGVGPEPGA
FG\PI PGLV
FGNPI PGLV
FG\PI PGLV
VI GLPWEEV
LPWEEVHAE
VTI VI PGHE
LNNPTTSPF
ARVTVETTP
| PGLVELGV
FGNPI PGLV
| PGLVELGV
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NPTTSPFGN
TVETTPGGG
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NPTTSPFGN
| PGLVELGV
VETTPGGGV
ETTPGGGVT
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DRHLELTEKGRALA

VDTTEMYLRTI YDLE
RHLELTEKGRALAI A
ARVTVETTPGGGVTI

ADDANLVRLTELPAG
VWRQLTEHVQGDI D
HVQGDI DLI TRLKDA
AGDRHL EL TEKGRAL
LRVAGDRHLELTEKG
TLPHEMAHAVKVEKV
ALAI AVMRKHRLAER
EHVMSEDVERRL VKV
EHVQGDI DLI TRLKD
VPNARVTVETTPGGG
EACRVEHVMBEDVER
VTLPHEMAHAVKVEK
SPVAVWRQLTEHVQ
GDI DLI TRLKDAGW
RI AERLDQSGPTVSQ
LRTI YDLEEEGVTPL
VERDGLL RVAGDRHL
TEHVQGDI DLI TRLK
HENVTL PHEMAHAVK
VAGDRHLEL TEKGRA
ELVDTTEMYLRTI YD
NVTLPHEMAHAVKVE
LAl AVMRKHRLAERL
RVTVETTPGGGVTI V
I VI PGHENVTLPHEM
AVMRKHRLAERL LVD
ARl AERLDQSGPTVS
QTVSRVERDGLLRVA
GADDANLVRLTELPA
ENVTL PHEMAHAVKV
VWPNARVTVETTPGG
RARI AERLDQSGPTV
GPTVSQTVSRVERDG
AEACRWEHVVBEDVE
PTVSQTVSRVERDGL
SGPTVSQTVSRVERD
LRARI AERLDQSGPT
RTI YDLEEEGVTPLR
I AVNRKHRLAERLLV
QGDI DLI TRLKDAGV
RVAGDRHLEL TEKGR
MNELVDTTEMYLRT

TI VI PGHENVTLPHE
NELVDTTEMYLRTI Y
LVDTTEMYLRTI YDL
LLVDVI GLPVWEEVHA
EEGVTPLRARI AERL
Al AVMRKHRLAERLL
QSGPTVSQTVSRVER
VWRQL TEHVQGDI DL
| PGLVELGVGPEPGA
GSPVAVWRQLTEHV
HAEACRWEHVMVSEDV
LTEHVQGDI DLI TRL
L KDAGVWPNARVTVE
SQTVSRVERDGLLRV
PGLVEL GVGPEPGAD
| AERLDQSGPTVSQT
HVMSEDVERRLVKVL
ERLDQSGPTVSQTVS
PLRARI AERLDQSGP
Pl PGLVELGVGPEPG
GWPNARVTVETTPG
VTPLRARI AERLDQS
EEEGVTPLRARI AER
DLEEEGVTPLRARI A
AERLDQSGPTVSQTV
GLPWEEVHAEACRVE
LEL TEKGRALAI AVM
DVI GLPWEEVHAEAC
VI GLPWEEVHAEACR
PGGGVTI VI PGHENV
TPLRARI AERLDQSG

RHLELTEKG
EMYLRTI YD
RHLELTEKG
RVTVETTPG
LVRLTELPA
VWRQLTEH
VQGDI DLI T
RHLELTEKG
RHLELTEKG
HEMAHAVKV
LAl AVMRKH
EHVIVSEDVE
VQGDI DLI T
RVTVETTPG
VEHVMSEDV
HEMAHAVKV
VWRQLTEH
LI TRLKDAG
RI AERLDQS
LRTI YDLEE
LLRVAGDRH
VQGDI DLI T
NVTLPHEMA
RHLELTEKG
ELVDTTEMY
NVTLPHEMA
LAl AVVRKH
RVTVETTPG
GHENVTLPH
MRKHRLAER
RI AERLDQS
RVERDGLLR
LVRLTELPA
NVTLPHEMA
RVTVETTPG
RI AERLDQS
PTVSQTVSR
ACRVEHVVG
PTVSQTVSR
PTVSQTVSR
RI AERLDQS
RTI YDLEEE
MRKHRLAER
LI TRLKDAG
RHLELTEKG
ELVDTTEMY
GHENVTLPH
ELVDTTEMY
EMYLRTI YD
LLVDVI GLP
EEGVTPLRA
I AVIVRKHRL
PTVSQTVSR
WRQLTEHV
GLVELGVGP
VWRQLTEH
ACRVEHVVG
EHVQGDI DL
LKDAGWPN
RVERDGLLR
GLVELGVGP
ERLDQSGPT
HVVSEDVER
ERLDQSGPT
RI AERLDQS
GLVELGVGP
NARVTVETT
RI AERLDQS
VTPLRARI A
DLEEEGVTP
ERLDQSGPT
GLPWEEVHA
KGRALAI AV
GLPVEEVHA
GLPWEEVHA
GGGVTI VI P
LRARI AERL
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168
204
201
85
13
15
14
89
96
32
86
17
21
133

QLTEHVQGDI DLI TR
VTI VI PGHENVTLPH
GGGVTI VI PGHENVT
LVDVI GLPWEEVHAE
TI YDLEEEGVTPLRA
YDLEEEGVTPLRARI

| YDLEEEGVTPLRAR
| GLPWEEVHAEACRW
VHAEACRWEHVNVSED
RLDQSGPTVSQTVSR
VDVI GLPWEEVHAEA
LEEEGVTPLRARI AE
GVTPLRARI AERLDQ
GLVEL GVGPEPGADD
GGVTI VI PGHENVTL
EGVTPLRARI AERLD
DQSGPTVSQTVSRVE
TPGGGVTI VI PGHEN
EVHAEACRWEHVVBE
VSQTVSRVERDGLLR
VLNNPTTSPFGNPI P
NPI PGLVEL GVGPEP
LTELPAGSPVAVWVR
RQLTEHVQGDI DLI T
LDQSGPTVSQTVSRM
AGVWPNARVTVETTP
PGADDANLVRLTELP
GVTI VI PGHENVTLP
DAGVWPNARVTVETT
KDAGVVPNARVTVET
EEVHAEACRVEHVNG
AGSPVAWVRQLTEH
VVBEDVERRLVKVLN
PEPGADDANLVRLTE
VRQLTEHVQGDI DL

HLEL TEKGRALAI AV
EPGADDANLVRL TEL
TTPGGGVTI VI PGHE
TSPFGN\PI PGLVELG
GNP PGLVELGVGPE
GPEPGADDANLVRLT
TTSPFGNPI PGLVEL
TVSQTVSRVERDGLL
PTTSPFGNPI PGLVE
ETTPGGGVTI VI PGH
NPTTSPFGNPI PGLV
VTVETTPGGGVTI VI

SPFGN\PI PGLVELGV
LPWEEVHAEACRVEH
VEEVHAEACRVEHVM
PFGNPI PGLVELGVG
TEL PAGSPVAVWWRQ
FGNPI PGLVELGVGP
VGPEPGADDANL VRL
ELPAGSPVAVWVRQL
NNPTTSPFGNPI PGL
LPAGSPVAVWVRQLT
PWEEVHAEACRVEHV
VETTPGGGVTI VI PG
VEL GVGPEPGADDAN
LVEL GVGPEPGADDA
EL GVGPEPGADDANL
LNNPTTSPFGN\PI PG
L GVGPEPGADDANLV
GVGPEPGADDANL VR
PAGSPVAVWRQLTE
TVETTPGGGVTI VI P
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EHVQGDI DL 0.2119
TI VI PGHEN 0.2116
GGGVTI VI P 0.2113
GLPWEEVHA 0.2101
DLEEEGVTP 0. 2099
YDLEEEGVT 0.2073
DLEEEGVTP 0. 2061
GLPVEEVHA 0. 2053
ACRVWEHVVG 0. 2039
RLDQSGPTV 0.1991
GLPVEEVHA 0.1983
EEGVTPLRA 0. 1969
VTPLRARI A 0.1967
GLVELGVGP 0.1954
TI VI PGHEN 0.1944
VTPLRARI A 0.1941
PTVSQTVSR 0. 1907
GGGVTI VI P 0. 1889
ACRVEHVVG 0.1872
RVERDGLLR 0.1842
VLNNPTTSP 0.1833
GLVELGVGP 0. 1830
LTELPAGSP 0.1814
EHVQGDI DL 0. 1809
PTVSQTVSR 0.1781
VWPNARVTV 0.1781
GADDANLVR 0.1778
TI VI PGHEN 0.1769
DAGVVPNAR 0.1763
DAGVVPNAR 0.1741
ACRVWEHVVG 0.1734
VWWRQLTEH 0.1725
VMVBEDVERR 0.1721
GADDANLVR 0. 1709
RQLTEHVQG 0. 1699
KGRALAI AV 0. 1682
GADDANLVR 0.1675
GGGVTI VI P 0. 1656
PFGNPI PGL 0.1483
GLVELGVGP 0. 1454
GADDANLVR 0. 1445
SPFGNPI PG 0. 1440
TVSQTVSRM 0.1434
SPFGN\PI PG 0. 1375
PGGGVTI VI 0.1335
TSPFG\PI P 0.1333
VTVETTPGG 0.1332
PFGNPI PGL 0.1324
EEVHAEACR 0.1263
EEVHAEACR 0.1241
PFGNPI PGL 0.1221
LPAGSPVAV 0.1219
GLVELGVGP 0.1190
GADDANLVR 0.1168
LPAGSPVAV 0. 1150
TSPFG\PI P 0.1113
LPAGSPVAV 0.1110
EEVHAEACR 0.1087
PGGGVTI VI 0.1054
LGVGPEPGA 0. 1052
LGVGPEPGA 0. 1020
LGVGPEPGA 0.0983
TSPFGN\PI P 0. 0952
LGVGPEPGA 0. 0950
GADDANLVR 0.0928
PAGSPVAW 0. 0920
GGGVTI VI P 0. 0815

~
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Rv2711,
Rv2711,
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Rv2711,
Rv2711,
Rv2711,
Rv2711,
Rv2711,
Rv2711,
Rv2711,
Rv2711,
Rv2711,

Al l el e DRB1_0401.

nders 7. Nunmber of weak

Nunber

of peptides 216

Allele

pos

DRB1_0404
DRB1_0404

113
112

RRLVKVLNNPTTSPF
ERRLVKVLNNPTTSP

RLVKVLNNP 0.8714
RLVKVLNNP 0.8674
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111

VERRLVKVLNNPTTS
RLVKVLNNPTTSPFG
DVERRLVKVLNNPTT
LVKVLNNPTTSPFGN
EDVERRLVKVLNNPT
TEMYLRTI YDLEEEG
TTEMYLRTI YDLEEE
EMYLRTI YDLEEEGV
DTTEMYLRTI YDLEE
ANLVRLTELPAGSPV
DANLVRLTELPAGSP
SEDVERRLVKVLNNP
NLVRL TEL PAGSPVA
DDANLVRL TELPAGS
VDTTEMYLRTI YDLE
VKVLNNPTTSPFGNP
MYLRT| YDLEEEGVT
ADDANLVRLTELPAG
AERLLVDVI GLPVEE
LAERLLVDVI GLPVE
ERLLVDVI GLPVEEV
RLLVDVI GLPWEEVH
LVRLTELPAGSPVAV
KGRALAI AVVRKHRL
GRALAI AVMRKHRLA
RLAERLLVDVI GLPW
HRLAERLLVDVI GLP
RALAI AVNRKHRLAE
EKGRALAI AVMRKHR
GADDANLVRLTELPA
DLI TRLKDAGVWPNA
| DLI TRLKDAGVWPN
KHRLAERLLVDVI GL
LVDTTEMYLRTI YDL
DI DLI TRLKDAGVVP
PVAVWRQLTEHVQG
TEKGRALAI AVNRKH
YLRTI YDLEEEGVTP
VAVWRQL TEHVQGD
LI TRLKDAGVWPNAR
AVWWRQLTEHVQGDI

PNARVTVETTPGGGV
NARVTVET TPGGGVT
ELVDTTEMYLRTI YD
SPVAVWRQLTEHVQ
VWRQLTEHVQGDI D
GVTI VI PGHENVTLP
LLVDVI GLPWEEVHA
GDI DLI TRLKDAGW
KVLNNPTTSPFGNP

VPNARVTVETTPGGG
MNELVDTTEMYLRT

ALAI AVNRKHRLAER
LAl AVMRKHRLAERL
GGVTI VI PGHENVTL
VRLTELPAGSPVAW
VTI VI PGHENVTLPH
VWPNARVTVETTPGG
DGLLRVAGDRHLELT
LTEKGRALAI AVVRK
TI VI PGHENVTLPHE
GSPVAVWRQLTEHV
NELVDTTEMYLRTI Y
RDGL L RVAGDRHL EL
MSEDVERRLVKVLNN
PFGNPI PGLVELGVG
GLLRVAGDRHLELTE
EHVQGDI DLI TRLKD
TEHVQGDI DLI TRLK
ARVTVETTPGGGVT

GGGVTI VI PGHENVT
GNP PGLVELGVGPE
GVWPNARVTVETTPG
FGNPI PGLVELGVGP
RKHRLAERLLVDVI G
LTEHVQGDI DLI TRL
NPI PGLVEL GVGPEP

RLVKVLNNP
RLVKVLNNP
RLVKVLNNP
LVKVLNNPT
RLVKVLNNP
YLRTI YDLE
YLRTI YDLE
YLRTI YDLE
YLRTI YDLE
LVRLTELPA
NLVRLTELP
RLVKVLNNP
LVRLTELPA
NLVRLTELP
EMYLRTI YD
KVLNNPTTS
YLRTI YDLE
NLVRLTELP
RLLVDVI GL
RLLVDVI GL
RLLVDVI GL
RLLVDVI GL
LVRLTELPA
RALAI AVNR
RALAI AVNR
RLLVDVI GL
RLLVDVI GL
RALAI AVNR
RALAI AVNR
NLVRLTELP
LI TRLKDAG
LI TRLKDAG
RLLVDVI GL
EMYLRTI YD
LI TRLKDAG
VWRQLTEH
RALAI AVNR
YLRTI YDLE
VWRQLTEH
LI TRLKDAG
VWWRQLTEH
RVTVETTPG
RVTVETTPG
TTEMYLRT

VAVWRQLT
VWRQLTEH
I VI PGHENV
LLVDVI GLP
LI TRLKDAG
KVLNNPTTS
RVTVETTPG
ELVDTTEMY
LAl AVMRKH
LAl AVMRKH
GVTI VI PGH
VRLTELPAG
I VI PGHENV
RVTVETTPG
LLRVAGDRH
RALAI AVNR
I VI PGHENV
VAVWRQLT
ELVDTTEMY
LLRVAGDRH
RRLVKVLNN
Pl PGLVELG
LRVAGDRHL
HVQGDI DL

HVQGDI DL

RVTVETTPG
GVTI VI PGH
Pl PGLVELG
VWPNARVTV
Pl PGLVELG
HRLAERLLV
EHVQGDI DL
Pl PGLVELG
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I VI PGHENVTLPHEM
LVDVI GLPWEEVHAE
QGDI DLI TRLKDAGV
ERDGLLRVAGDRHLE
VWRQLTEHVQGDI DL
SPFGN\PI PGLVELGV
ELTEKGRALAI AVMR
LLRVAGDRHLELTEK
Pl PGLVEL GVGPEPG
RVTVETTPGGGVTI V
HVQGDI DLI TRLKDA
QLTEHVQGDI DLI TR
AGVWPNARVTVETTP
RLTELPAGSPVAVW
PGGGVTI VI PGHENV
AGSPVAWVRQLTEH
| TRLKDAGVVPNARV
MERDGLL RVAGDRHL
DAGVWPNARVTVETT
PGADDANLVRLTELP
MRKHRLAERLLVDVI

DVI GLPWEEVHAEAC
TSPFG\PI PGLVELG
VDVI GLPWEEVHAEA
EACRWEHVNVSEDVER
TRLKDAGVVPNARVT
VQGDI DLI TRLKDAG
HAEACRWEHVVBEDV
LRVAGDRHLEL TEKG
RQLTEHVQGDI DLI T
AEACRVEHVNBEDVE
VVRKHRLAERLLVDV
Rl AERLDQSGPTVSQ
VI GLPWEEVHAEACR
| PGLVEL GVGPEPGA
ARl AERLDQSGPTVS
TTSPFGNPI PGLVEL
LTELPAGSPVAVWVR
PTTSPFGNPI PGLVE
VLNNPTTSPFGNPI P
VHAEACRWEHVVBED
RVERDGL L RVAGDRH
TPGGGVTI VI PGHEN
EGVTPLRARI AERLD
RLKDAGVVPNARVTV
NPTTSPFGNPI PGLV
KDAGVWPNARVTVET
EEGVTPLRARI AERL
AERLDQSGPTVSQTV
PGLVEL GVGPEPGAD
RARI AERLDQSGPTV
RLDQSGPTVSQTVSR
| AERLDQSGPTVSQT
TEL PAGSPVAVWRQ
Al AVNRKHRLAERL L
GVTPLRARI AERLDQ
PAGSPVAVWRQLTE
LKDAGVWPNARVTVE
ELPAGSPVAVWVRQL
SGPTVSQTVSRVERD
NNPTTSPFGNPI PGL
ERLDQSGPTVSQTVS
LEL TEKGRALAI AVM
VI PGHENVTLPHENMA
GLVEL GVGPEPGADD
AVNRKHRLAERL LVD
PTVSQTVSRVERDGL
EEEGVTPLRARI AER
GPTVSQTVSRVERDG
ACRVEHVMSEDVERR
VTPLRARI AERLDQS
I AVMRKHRLAERLLV
SRVERDGLLRVAGDR
VRQLTEHVQGDI DLI

EVHAEACRWEHVVBE
TLPHEMAHAVKVEKV
LNNPTTSPFGN\PI PG

I VI PGHENV
LVDVI GLPW
LI TRLKDAG
GLLRVAGDR
WRQLTEHV
Pl PGLVELG
RALAI AVNR
L RVAGDRHL
Pl PGLVELG
RVTVETTPG
HVQGDI DLI

EHVQGDI DL
VWPNARVTV
RLTELPAGS
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GLVELGVGP
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TTSPFG\P

ELPAGSPVA
TTSPFG\P

VLNNPTTSP
EACRVEHVM
GLLRVAGDR
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VTPLRARI A
LKDAGVWPN
TTSPFG\P

VWPNARVTV
VTPLRARI A
RLDQSGPTV
GLVELGVGP
Rl AERLDQS
RLDQSGPTV
RLDQSGPTV
ELPAGSPVA
I AVVRKHRL
VTPLRARI A
VAVWRQLT
VWPNARVTV
ELPAGSPVA
PTVSQTVSR
TTSPFG\P

RLDQSGPTV
KGRALAI AV
VI PGHENVT
GLVELGVGP
HRLAERLLV
PTVSQTVSR
VTPLRARI A
PTVSQTVSR
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VTPLRARI A
I AVMRKHRL
DGLLRVAGD
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OO0 0000000000000 0000000000000000000000000000000000000000000000000000000000000

http://www.cbs.dtu.dk/cgi-bi n/webface?] obi d=netmhcl1,4B5EBOFE013...

3217
3198
3171
3170
3164
3099
3057

WNOONODRMDMARPOONAMAUUONONRPRPAWORAWANNUUONORRODONNNOOURAONWUIUIWONONOOPMOONORARRPRPWONOUIONOOOWWNOUIORL,N®

Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB

1/26/2010 3:18 PM



NetMHCII 2.0 Server - prediction results

12 of 50

DRB1_0404 35
DRB1_0404 198
DRB1_0404 102
DRB1_0404 17
DRB1_0404 213
DRB1_0404 101
DRB1_0404 44
DRB1_0404 103
DRB1_0404 212
DRB1_0404 214
DRB1_0404
DRB1_0404 94
DRB1_0404 25
DRB1_0404 34
DRB1_0404
DRB1_0404
DRB1_0404 33
DRB1_0404 23
DRB1_0404
DRB1_0404
DRB1_0404 16
DRB1_0404 24
DRB1_0404 43
DRB1_0404
DRB1_0404 60
DRB1_0404
DRB1_0404 39
DRB1_0404 89
DRB1_0404
DRB1_0404 42
DRB1_0404 11
DRB1_0404 41
DRB1_0404
DRB1_0404 57
DRB1_0404 58
DRB1_0404 56
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404 15
DRB1_0404 40
DRB1_0404 93
DRB1_0404
DRB1_0404 55
DRB1_0404 59
DRB1_0404 54
DRB1_0404 14
DRB1_0404
DRB1_0404 12
DRB1_0404 13
DRB1_0404
DRB1_0404
DRB1_0404 90
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404 92
DRB1_0404
DRB1_0404 91

Al lele:

DRB1_0405
DRB1_0405
DRB1_0405
DRB1_0405
DRB1_0405 6
DRB1_0405 5
DRB1_0405
DRB1_0405 7
DRB1_0405 99

DRB1_0404.

QSGPTVSQTVSRVER
TTPGGGVTI VI PGHE
RWEHVMVBEDVERRLV
LEEEGVTPLRARI AE
NVTL PHEMAHAVKVE
CRWEHVNMSEDVERRL
VSRVERDGL LRVAGD
VEHVMVSEDVERRL VK
ENVTLPHEMAHAVKV
VTLPHEMAHAVKVEK
HVIVSEDVERRL VKVL
EEVHAEACRWEHVVG
LRARI AERLDQSGPT
DQSGPTVSQTVSRVE
LVEL GVGPEPGADDA
EHVMSEDVERRL VKV
LDQSGPTVSQTVSRM
TPLRARI AERLDQSG
LPAGSPVAVWWRQLT
VMSEDVERRLVKVLN
DLEEEGVTPLRARI A
PLRARI AERLDQSGP
TVSRVERDGLLRVAG
HENVTLPHEMAHAVK
HLEL TEKGRALAI AV
ETTPGGGVTI VI PGH
TVSQTVSRVERDGLL
| GLPWEEVHAEACRW
GHENVTL PHEMAHAY
QTVSRVERDGLLRVA
LRTI YDLEEEGVTPL
SQTVSRVERDGLLRV
EPGADDANLVRL TEL
GDRHLEL TEKGRALA
DRHLEL TEKGRALA

AGDRHL EL TEKGRAL
| PGHENVTL PHEMAH
VTVETTPGGGVTI VI

PGHENVTL PHEMAHA
YDLEEEGVTPLRARI

VSQTVSRVERDGLLR
VEEVHAEACRVWEHVM
VEL GVGPEPGADDAN
VAGDRHLEL TEKGRA
RHLELTEKGRALAI A
RVAGDRHLEL TEKGR
| YDLEEEGVTPLRAR
EL GVGPEPGADDANL
RTI YDLEEEGVTPLR
TI YDLEEEGVTPLRA
VETTPGGGVTI VI PG
LGVGPEPGADDANLV
GLPWEEVHAEACRVE
PEPGADDANLVRLTE
GPEPGADDANLVRLT
VGPEPGADDANLVRL
TVETTPGGGVTI VI P
PWEEVHAEACRVEHV
GVGPEPGADDANL VR
LPWEEVHAEACRWEH

VERRLVKVLNNPTTS
ERRLVKVLNNPTTSP
DVERRLVKVLNNPTT
RRLVKVLNNPTTSPF
TTEMYLRTI YDLEEE
DITEMYLRTI YDLEE
EDVERRLVKVLNNPT
TEMYLRTI YDLEEEG
EACRWEHVMSEDVER

PTVSQTVSR
GVTI VI PGH
HVVBEDVER
VTPLRARI A
NVTLPHEMA
HVVSEDVER
RVERDGLLR
HVMSEDVER
NVTLPHEMA
HEMAHAVKV
HVVBEDVER
EACRVEHVM
RI AERLDQS
PTVSQTVSR
LVELGVGPE
HVVSEDVER
PTVSQTVSR
RI AERLDQS
VAVWRQLT
VERRL VKVL
LEEEGVTPL
RI AERLDQS
RVERDGLLR
NVTLPHEMA
KGRALAI AV
GVTI VI PGH
TVSQTVSRM
| GLPVWEEVH
NVTLPHEMA
VSRVERDGL
LRTI YDLEE
VSRVERDGL
EPGADDANL
RHLELTEKG
RHLELTEKG
RHLELTEKG
| PGHENVTL
VTVETTPGG
NVTLPHEMA
LEEEGVTPL

RHLELTEKG
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DANLVRLTELPAGSP
CRWEHVVBEDVERRL
ANLVRLTELPAGSPV
NLVRL TEL PAGSPVA
LVDTTEMYLRTI YDL
DDANLVRL TELPAGS
ELVDTTEMYLRTI YD
LVKVLNNPTTSPFGN
SEDVERRLVKVLNNP
LVRLTELPAGSPVAV
ADDANLVRLTELPAG
MYLRT! YDLEEEGVT
VHAEACRWEHVVSED
MSEDVERRL VKVLNN
RWEHVMSEDVERRLV
| DLI TRLKDAGVWPN
ERLLVDVI GLPVEEV
DLI TRLKDAGVVPNA
RLLVDVI GLPWEEVH
DI DLI TRLKDAGVVP
YLRTI YDLEEEGVTP
AERLLVDVI GLPVEE
LI TRLKDAGVWWPNAR
MNELVDTTEMYLRT

NELVDTTEMYLRTI Y
LLVDVI GLPWEEVHA
GDI DLI TRLKDAGW
VKVLNNPTTSPFGN\P
| TRLKDAGVVPNARV
LAERLLVDVI GLPVE
GADDANLVRLTELPA
RLAERLLVDVI GLPW
VAVWRQL TEHVQGD
AVWWRQLTEHVQGDI

TRL KDAGVVPNARVT
EHVQGDI DLI TRLKD
EVHAEACRWEHVVBE
PVAVWRQLTEHVQG
VWRQLTEHVQGDI D
QGDI DLI TRLKDAGV
HRLAERLLVDVI GLP
KHRLAERLLVDVI GL
LTEHVQGDI DLI TRL
TEHVQGDI DLI TRLK
SRVERDGLLRVAGDR
VSRVERDGLLRVAGD
LVDVI GLPWEEVHAE
QLTEHVQGDI DLI TR
HVQGDI DLI TRLKDA
SPVAVWRQLTEHVQ
VI GLPWEEVHAEACR
DGLLRVAGDRHLELT
RVERDGL L RVAGDRH
VQGDI DLI TRLKDAG
PFGNPI PGLVELGVG
VDVI GLPWEEVHAEA
SPFGN\PI PGLVELGV
RDGL L RVAGDRHL EL
FGNPI PGLVELGVGP
| GLPWEEVHAEACRW
RQLTEHVQGDI DLI T
DVI GLPVEEVHAEAC
ERDGLLRVAGDRHLE
VI PGHENVTLPHENA
MERDGL L RVAGDRHL
RKHRLAERLLVDVI G
TEKGRALAI AVNRKH
| PGHENVTL PHEMAH
GLLRVAGDRHLELTE
LTEKGRALAI AVVRK
EKGRALAI AVVRKHR

CRWEHVNVBE
CRWEHVNBE
EMYLRTI YD
EMYLRTI YD
LVKVLNNPT
CRWEHVNSE
LVRLTELPA
CRWEHVNSE
LVRLTELPA
LVRLTELPA
EMYLRTI YD
LVRLTELPA
EMYLRTI YD
VKVLNNPTT
RRLVKVLNN
LVRLTELPA
LVRLTELPA
YLRTI YDLE
CRWEHVNSE
RRLVKVLNN
VEHVVBSEDV
TRLKDAGW
LLVDVI GLP
TRLKDAGW
LLVDVI GLP
| TRLKDAGV
YLRTI YDLE
RLLVDVI GL
TRLKDAGW
LVDTTEMYL
LVDTTEMYL
LLVDVI GLP
| TRLKDAGV
VKVLNNPTT
RLKDAGVWP
RLLVDVI GL
LVRLTELPA
RLLVDVI GL
VWRQLTEHV
WRQLTEHV
RLKDAGWWP
EHVQGDI DL
CRWEHVNSE
WRQLTEHV
WRQLTEHV
DI DLI TRLK
RLLVDVI GL
LAERLLVDV
HVQGDI DL

HVQGDI DL

RVERDGLLR
RVERDGLLR
VDVI GLPVE
HVQGDI DL

| DLI TRLKD
VWVRQLTEH
GLPWEEVHA
LLRVAGDRH
RVERDGLLR
DI DLI TRLK
FGNPI PGLV
VDVI GLPVE
FGNPI PGLV
LLRVAGDRH
FGN\PI PGLV
LPWEEVHAE
HVQGDI DL

LPWEEVHAE
LLRVAGDRH
HENVTLPHE
DGLLRVAGD
RLAERLLVD
GRALAI AVM
GHENVTLPH
LLRVAGDRH
KGRALAI AV
GRALAI AWM
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GSPVAVWRQLTEHV
LLRVAGDRHLELTEK
TSPFGN\PI PGLVELG
I VI PGHENVTLPHEM
PGHENVTL PHEMAHA
TI VI PGHENVTLPHE
LRTI YDLEEEGVTPL
VWRQLTEHVQGDI DL
EGVTPLRARI AERLD
TPGGGVTI VI PGHEN
PGGGVTI VI PGHENV
GGGVTI VI PGHENVT
VRLTELPAGSPVAW
VEHVMVBEDVERRL VK
KGRALAI AVVRKHRL
GLPWEEVHAEACRVE
RLKDAGVVPNARVTV
GNP PGLVELGVGPE
GHENVTL PHENMAHAY
VRQLTEHVQGDI DLI

GGVTI VI PGHENVTL
TVSRVERDGLLRVAG
EEEGVTPLRARI AER
EEGVTPLRARI AERL
GPTVSQTVSRVERDG
SGPTVSQTVSRVERD
TTSPFGNPI PGLVEL
MRKHRLAERLLVDVI

LEEEGVTPLRARI AE
NPl PGLVEL GVGPEP
VMVBEDVERRLVKVLN
AGSPVAWVRQLTEH
QSGPTVSQTVSRVER
ELTEKGRALAI AVMR
GVTPLRARI AERLDQ
KVLNNPTTSPFGNP

GRALAI AVMRKHRLA
QTVSRVERDGLLRVA
PTVSQTVSRVERDGL
DQSGPTVSQTVSRVE
Pl PGLVEL GVGPEPG
DLEEEGVTPLRARI A
PNARVTVETTPGGGV
TPLRARI AERLDQSG
VMVRKHRLAERL LVDV
YDLEEEGVTPLRAR

TTPGGGVTI VI PGHE
HENVTL PHEMAHAVK
LRVAGDRHLEL TEKG
| PGLVELGVGPEPGA
VTPLRARI AERLDQS
TLPHEMAHAVKVEKV
PTTSPFGNPI PGLVE
VWPNARVTVETTPGG
VTI VI PGHENVTLPH
VPNARVTVETTPGGG
PGLVEL GVGPEPGAD
RTI YDLEEEGVTPLR
NARVTVETTPGGGVT
GVTI VI PGHENVTLP
AVMRKHRLAERL LVD
LELTEKGRALAI AVM
TI YDLEEEGVTPLRA
LPWEEVHAEACRVEH
SQTVSRVERDGLLRV
VTL PHEMAHAVKVEK
HVVSEDVERRL VKVL
| YDLEEEGVTPLRAR
RALAI AVNRKHRLAE
GVWPNARVTVETTPG
ETTPGGGVTI VI PGH
VSQTVSRVERDGLLR
ERLDQSGPTVSQTVS
TVSQTVSRVERDGLL
GLVEL GVGPEPGADD
RLDQSGPTVSQTVSR
PAGSPVAVWRQLTE

VWWRQLTEH
LRVAGDRHL
FGN\PI PGLV
GHENVTLPH
HENVTLPHE
TI VI PGHEN
LRTI YDLEE
WRQLTEHV
GVTPLRAR

GGVTI VI PG
GGVTI VI PG
GGVTI VI PG
VRLTELPAG
VEHVMSEDV
KGRALAI AV
LPWEEVHAE
RLKDAGVVP
NPI PGLVEL
GHENVTLPH
VRQLTEHVQ
GVTI VI PGH
MERDGLLRV
GVTPLRAR

GVTPLRAR

VSQTVSRVE
VSQTVSRVE
FGNPI PGLV
RLAERLLVD
GVTPLRAR

GLVELGVGP
VERRL VKVL
PVAVWVRQL
PTVSQTVSR
GRALAI AVM
TPLRARI AE
KVLNNPTTS
GRALAI AWM
SRVERDGLL
VSQTVSRVE
PTVSQTVSR
LVELGVGPE
LEEEGVTPL
NARVTVETT
TPLRARI AE
RLAERLLVD
YDLEEEGVT
GGVTI VI PG
HENVTLPHE
LRVAGDRHL
LVELGVGPE
TPLRARI AE
HEMAHAVKY
FGN\PI PGLV
NARVTVETT
I VI PGHENV
NARVTVETT
LVELGVGPE
YDLEEEGVT
RVTVETTPG
GVTI VI PGH
RLAERLLVD
KGRALAI AV
YDLEEEGVT
LPWEEVHAE
SRVERDGLL
MAHAVKVEK
VERRLVKVL
YDLEEEGVT
RALAI AVMR
NARVTVETT
GGVTI VI PG
VSQTVSRVE
RLDQSGPTV
VSQTVSRVE
LVELGVGPE
RLDQSGPTV
PVAVWWRQL
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ARVTVETTPGGGVT

VLNNPTTSPFG\PI P
AGVWPNARVTVETTP
| AERLDQSGPTVSQT
NVTLPHEMAHAVKVE
LDQSGPTVSQTVSRM
ENVTLPHEMAHAVKV
I AVNRKHRLAERLLV
EHVMSEDVERRLVKV
PLRARI AERLDQSGP
NPTTSPFGNPI PGLV
LPAGSPVAVWWRQLT
ALAI AVMRKHRLAER
PGADDANLVRLTELP
DAGVVPNARVTVETT
Rl AERLDQSGPTVSQ
LAl AVMRKHRLAERL
EPGADDANLVRLTEL
LVEL GVGPEPGADDA
ELPAGSPVAVWVRQL
Al AVWRKHRLAERL L
AR| AERLDQSGPTVS
RLTELPAGSPVAVW
RVTVETTPGGGVTI V
LTELPAGSPVAWVR
VETTPGGGVTI VI PG
HLELTEKGRALAI AV
PEPGADDANLVRLTE
KDAGVVPNARVTVET
TEL PAGSPVAVWWRQ
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NNPTTSPFGNPI PGL
PWEEVHAEACRVEHV
VAGDRHLEL TEKGRA
LNNPTTSPFGN\PI PG
RVAGDRHLEL TEKGR
TVETTPGGGVTI VI P
GDRHLELTEKGRALA
AGDRHL EL TEKGRAL
VTVETTPGGGVTI V
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VGPEPGADDANL VRL
DRHLEL TEKGRALA|
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MNELVDTTEMYLRTI
NELVDTTEMYLRTI Y
LVDTTEMYLRTI YDL
ELVDTTEMYLRTI YD
EEGVTPLRARI AERL
GRALAI AVMRKHRLA
Al AVMRKHRLAERL L
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RLDQSGPTV
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RVTVETTPG
VLNNPTTSP
NARVTVETT
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GSPVAVWWRQLTEHV
EDVERRL VKVLNNPT
LAl AVNRKHRLAERL
KGRALAI AVNRKHRL
RALAI AVMRKHRLAE
DVERRLVKVLNNPTT
GDI DLI TRLKDAGW
GVTPLRARI AERLDQ
HAEACRWEHVVSEDV
ENVTLPHEMAHAVKY
SPVAVWRQLTEHVQ
RLKDAGVVPNARVTV
EL PAGSPVAVWVRQL
LPAGSPVAVWWRQLT
VERRLVKVLNNPTTS
RRLVKVLNNPTTSPF
AVMRKHRLAERLLVD
QGDI DLI TRLKDAGV
ALAI AVWMRKHRLAER
VTPLRARI AERLDGQS
AEACRWEHVMBEDVE
DI DLI TRLKDAGWWP
NVTLPHEMAHAVKVE
PGGGVTI VI PGHENV
PAGSPVAVWRQLTE
EACRWEHVNVSEDVER
TLPHEMAHAVKVEKY
TRLKDAGVWPNARVT
| TRLKDAGVWVPNARV
EPGADDANLVRL TEL
LKDAGWPNARVTVE
PVAVWWRQLTEHVQG
RLVKVLNNPTTSPFG
| DLI TRLKDAGVWPN
TPLRARI AERLDQSG
GGGVTI VI PGHENVT
VMVRKHRLAERL LVDV
PNARVTVETTPGGGV
CRWEHVNVBEDVERRL
DLEEEGVTPLRARI A
VTL PHEMAHAVKVEK
ACRWEHVVSEDVERR
ERRLVKVLNNPTTSP
GADDANLVRLTELPA
PLRAR! AERLDQSGP
HVMSEDVERRL VKVL
NARVTVETTPGGGVT
| GLPWEEVHAEACRW
GGVTI VI PGHENVTL
KDAGVVPNARVTVET
AGSPVAVWVRQLTEH
ARVTVETTPGGGVT

GLPWEEVHAEACRVE
DLI TRLKDAGVWPNA
LRARI AERLDQSGPT
RWEHVNVSEDVERRLV
MRKHRLAERL L VDV

LVKVLNNPTTSPFGN
PGADDANLVRLTELP
VMBEDVERRLVKVLN
LEEEGVTPLRARI AE
RVTVETTPGGGVTI V
DQSGPTVSQTVSRVE
NPTTSPFGNPI PGLV
MSEDVERRLVKVLNN
LI TRLKDAGVWPNAR
PTTSPFGNPI PGLVE
GVTI VI PGHENVTLP
DAGVVPNARVTVETT
LPWEEVHAEACRWEH
KVLNNPTTSPFGNP

DTTEMYLRTI YDLEE
VTVETTPGGGVTI VI

VDTTEMYLRTI YDLE
VEHVMSEDVERRL VK
RLAERLLVDVI GLPW
VAVWVRQL TEHVQGD

VWRQLTEHV
LVKVLNNPT
RKHRLAERL
I AVVRKHRL
I AVVRKHRL
LVKVLNNPT
| TRLKDAGV
LRARI AERL
VEHVVSEDV
HEMAHAVKV
VWRQLTEHV
VWPNARVTV
PVAVWWRQL
PVAVWVRQL
LVKVLNNPT
LNNPTTSPF
HRLAERLLV
| TRLKDAGV
I AVVRKHRL
LRARI AERL
VEHVVSEDV
| TRLKDAGV
HEMAHAVKV
I VI PGHENV
PVAVWVRQL
V\EHVVSEDV
HEMAHAVKV
GVVPNARVT
AGVWPNARV
ANLVRLTEL
VWPNARVTV
WRQLTEHV
LVKVLNNPT
| TRLKDAGV
LRARI AERL
I VI PGHENV
HRLAERLLV
VETTPGGGV
VEHVVSEDV
VTPLRARI A
HEMAHAVKV
VEHVVBEDV
LVKVLNNPT
ANLVRLTEL
LRARI AERL
VERRL VKVL
VETTPGGGV
EVHAEACRW
I VI PGHENV
VWPNARVTV
PVAVWWRQL
VETTPGGGV
EVHAEACRW
| TRLKDAGV
LRARI AERL
VEHVVSEDV
HRLAERLLV
LVKVLNNPT
ANLVRLTEL
VERRL VKVL
VTPLRARI A
VETTPGGGV
TVSQTVSRM
FGNPI PGLV
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I VI PGHENV
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TTSPFG\PI PGLVEL
EEEGVTPLRARI AER
LDQSGPTVSQTVSRM
VTI VI PGHENVTLPH
TVETTPGGGVTI VI P
AGVWPNARVTVETTP
QSGPTVSQTVSRVER
ADDANLVRLTELPAG
DRHLEL TEKGRALAI

PWEEVHAEACRVWEHV
AVWVRQL TEHVQGDI

GWPNARVTVETTPG
VLNNPTTSPFGN\PI P
LAERLLVDVI GLPVE
VETTPGGGVTI VI PG
TVSQTVSRVERDGLL
TI VI PGHENVTLPHE
SEDVERRLVKVLNNP
| VI PGHENVTLPHEM
VEEVHAEACRVWEHVM
TTEMYLRTI YDLEEE
RVERDGL L RVAGDRH
SQTVSRVERDGLLRV
RLTEL PAGSPVAVW
ELTEKGRALAI AVMR
DDANL VRLTELPAGS
LEL TEKGRALAI AVM
VSQTVSRVERDGLLR
SGPTVSQTVSRVERD
AGDRHLEL TEKGRAL
VWRQLTEHVQGDI D
ERLLVDVI GLPVWEEV
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LLVDVI GLPWEEVHA
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EMYLRTI YDLEEEGV
RVAGDRHLEL TEKGR
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HRLAERLLV
FGN\PI PGLV
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TVSQTVSRM
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LVDVI GLPWEEVHAE
AERLDQSGPTVSQTV
TVSRVERDGLLRVAG
| PGHENVTL PHEMAH
ERLDQSGPTVSQTVS
Rl AERLDQSGPTVSQ
GHENVTL PHEMAHAV
VI PGHENVTLPHENA
DVI GLPWEEVHAEAC
RQLTEHVQGDI DLI T
RLDQSGPTVSQTVSR
VRQLTEHVQGDI DL

| YDLEEEGVTPLRAR
VSRVERDGL LRVAGD
| AERLDQSGPTVSQT
SRVERDGLLRVAGDR
VI GLPWEEVHAEACR
HENVTL PHEMAHAVK
QLTEHVQGDI DLI TR
PGHENVTL PHEMAHA
EHVMSEDVERRL VKV
RARI AERL DQSGPTV
LTEHVQGDI DLI TRL
VPNARVTVETTPGGG
YLRTI YDLEEEGVTP
EHVQGDI DLI TRLKD
TEHVQGDI DLI TRLK
VHAEACRWEHVNVSED
HVQGDI DLI TRLKDA
VGPEPGADDANL VRL
VQGDI DLI TRLKDAG
GNP PGLVELGVGPE
GPEPGADDANLVRLT
VDVI GLPWEEVHAEA
ETTPGGGVTI VI PGH
PEPGADDANLVRLTE
GVGPEPGADDANL VR
LVEL GVGPEPGADDA
L GVGPEPGADDANLV
EL GVGPEPGADDANL
PGLVEL GVGPEPGAD
VEL GVGPEPGADDAN
Pl PGLVEL GVGPEPG
GLVEL GVGPEPGADD
| PGLVEL GVGPEPGA
NPI PGLVELGVGPEP

Al AVMRKHRLAERL L
LAl AVMRKHRLAERL
| AVMRKHRLAERLLV
ALAI AVNRKHRLAER
AVMRKHRLAERL LVD
RALAI AVMRKHRL AE
GRALAI AVMRKHRLA
GSPVAVWRQLTEHV
PVAVWRQLTEHVQG
GVTPLRARI AERLDQ
SPVAVWRQLTEHVQ
EGVTPLRARI AERLD
AGSPVAWVRQLTEH
DLI TRLKDAGVVPNA
| DLI TRLKDAGWPN
KGRALAI AVVRKHRL
PAGSPVAVWRQLTE
DI DLI TRLKDAGVVP
VERRLVKVLNNPTTS
DVERRLVKVLNNPTT
LI TRLKDAGVWWPNAR
EEGVTPLRARI AERL
LPAGSPVAVWRQLT

LVDVI GLPW
SGPTVSQTV
MERDGLLRV
ENVTLPHEM
SGPTVSQTV
LDQSGPTVS
LPHEMAHAV
ENVTLPHEM
VEEVHAEAC
LTEHVQGEDI

SGPTVSQTV
LTEHVQGDI

LEEEGVTPL
MERDGLLRV
LDQSGPTVS
MERDGLLRV
VEEVHAEAC
LPHEMAHAY
LTEHVQGDI

ENVTLPHEM
MSEDVERRL
RLDQSGPTV
LTEHVQGD

TVETTPGGG
LRTI YDLEE
VQGDI DLI T
VQGDI DLI T
CRWEHVNVBE
VQGDI DLI T
ADDANLVRL
VQGDI DLI T
LVELGVGPE
ADDANLVRL
VI GLPVEEV
TTPGGGVTI

ADDANL VRL
GADDANLVR
GPEPGADDA
PGADDANLV
GPEPGADDA
GVGPEPGAD
GPEPGADDA
LVELGVGPE
GVGPEPGAD
ELGVGPEPG
LVELGVGPE

AVMRKHRLA
AVMRKHRLA
AVMRKHRLA
AVNRKHRLA
AVMRKHRLA
AVMRKHRLA
AVNRKHRLA
VAVWRQLT
VAVWRQLT
GVTPLRAR

VAVWRQLT
GVTPLRAR

VAVWRQLT
LI TRLKDAG
LI TRLKDAG
Al AVMRKHR
VAVWRQLT
LI TRLKDAG
LVKVLNNPT
LVKVLNNPT
LI TRLKDAG
GVTPLRAR

PVAVWRQL
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GDI DLI TRLKDAGW
ERRLVKVLNNPTTSP
VTPLRARI AERLDQS
QGDI DLI TRLKDAGV
RRLVKVLNNPTTSPF
GPTVSQTVSRVERDG
EEEGVTPLRARI AER
EDVERRLVKVLNNPT
RLVKVLNNPTTSPFG
RKHRLAERLLVDVI G
NLVRL TEL PAGSPVA
VAVWRQL TEHVQGD
ANLVRLTELPAGSPV
VMVRKHRLAERLLVDV
SGPTVSQTVSRVERD
LEEEGVTPLRARI AE
MRKHRLAERLLVDVI

VSQTVSRVERDGLLR
VQGDI DLI TRLKDAG
DLEEEGVTPLRARI A
QSGPTVSQTVSRMVER
PTVSQTVSRVERDGL
TVSQTVSRVERDGLL
ELTEKGRALAI AVMR
DANLVRL TELPAGSP
EKGRALAI AVMRKHR
VDTTEMYLRTI YDLE
LEL TEKGRALAI AVM
TVSRVERDGLLRVAG
TTEMYLRTI YDLEEE
RLKDAGVWPNARVTV
PLRARI AERLDQSGP
DTTEMYLRTI YDLEE
LTEKGRALAI AVMRK
DDANL VRL TELPAGS
SQTVSRVERDGLLRV
RDGL L RVAGDRHLEL
TPLRARI AERLDQSG
RVERDGL L RVAGDRH
HLEL TEKGRALAI AV
SEDVERRLVKVLNNP
LRARI AERLDQSGPT
PFGNPI PGLVELGVG
TSPFGN\PI PGLVELG
EL PAGSPVAVWVRQL
GWPNARVTVETTPG
TRL KDAGVVPNARVT
TTSPFG\PI PGLVEL
ERDGLLRVAGDRHLE
DQSGPTVSQTVSRVE
LVKVLNNPTTSPFGN
FGNPI PGLVELGVGP
SPFGNPI PGLVELGV
SRVERDGLLRVAGDR
ADDANLVRLTELPAG
PTTSPFGNPI PGLVE
TEMYLRTI YDLEEEG
GGGVTI VI PGHENVT
RHLEL TEKGRALAI A
AGVWPNARVTVETTP
KHRLAERL LVDVI GL
LDQSGPTVSQTVSRM
MERDGL L RVAGDRHL
QTVSRVERDGLLRVA
VSRVERDGLLRVAGD
VMBEDVERRLVKVLN
NVTL PHEMAHAVKVE
MSEDVERRLVKVLNN
DAGVWPNARVTVETT
GADDANLVRLTELPA
DRHLEL TEKGRALAI

PGGGVTI VI PGHENV
NPTTSPFGNPI PGLV
RLDQSGPTVSQTVSR
YDLEEEGVTPLRAR

GGVTI VI PGHENVTL
TEKGRALAI AVNRKH

LI TRLKDAG
RLVKVLNNP
VTPLRARI A
LI TRLKDAG
LVKVLNNPT
GPTVSQTVS
GVTPLRAR

LVKVLNNPT
LVKVLNNPT
RKHRLAERL
NLVRLTELP
VAVWRQLT
NLVRLTELP
RKHRLAERL
GPTVSQTVS
GVTPLRAR

RKHRLAERL
VSQTVSRVE
LI TRLKDAG
GVTPLRAR

GPTVSQTVS
TVSQTVSRM
VSQTVSRVE
LTEKGRALA
NLVRLTELP
Al AVWRKHR
YLRTI YDLE
LTEKGRALA
TVSRVERDG
YLRTI YDLE
RLKDAGWWP
LRARI AERL
YLRTI YDLE
LTEKGRALA
NLVRLTELP
SQTVSRMER
RDGLLRVAG
LRARI AERL
RVERDGLLR
LTEKGRALA
VERRL VKVL
LRARI AERL
FGN\PI PGLV
FGN\PI PGLV
PVAVWVRQL
GVVPNARVT
RLKDAGWWP
FGN\PI PGLV
RDGLLRVAG
GPTVSQTVS
LVKVLNNPT
FGNPI PGLV
FGN\PI PGLV
RVERDGLLR
NLVRLTELP
FGNPI PGLV
YLRTI YDLE
GOVTI VI PG
LTEKGRALA
GVVPNARVT
KHRLAERL L
GPTVSQTVS
RDGLLRVAG
TVSRVERDG
RVERDGLLR
VERRL VKVL
NVTLPHEMA
VERRL VKVL
GVWPNARVT
NLVRLTELP
LTEKGRALA
GVTI VI PGH
FGNPI PGLV
RLDQSGPTV
GVTPLRAR

GGVTI VI PG
KGRALAI AV
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GLLRVAGDRHLELTE
| TRLKDAGVWPNARV
TL PHEMAHAVKVEKV
ENVTL PHEMAHAVKV
LLRVAGDRHLEL TEK
GDRHLEL TEKGRALA
EMYLRTI YDLEEEGV
MYLRT| YDLEEEGVT
LVRLTELPAGSPVAV
LVDTTEMYLRTI YDL
VTLPHEMAHAVKVEK
YLRTI YDLEEEGVTP
LKDAGVWPNARVTVE
KDAGVVPNARVTVET
DGLLRVAGDRHLELT
TPGGGVTI VI PGHEN
RARI AERLDQSGPTV
VWPNARVTVETTPGG
HVQGDI DLI TRLKDA
VWRQLTEHVQGDI D
ELVDTTEMYLRTI YD
AVWVRQL TEHVQGDI

HVIVSEDVERRL VKVL
LLVDVI GLPWEEVHA
LRVAGDRHLEL TEKG
TTPGGGVTI VI PGHE
LVDVI GLPWEEVHAE
ERLDQSGPTVSQTVS
GN\PI PGLVELGVGPE
VPNARVTVETTPGGG
VWRQLTEHVQGDI DL
ETTPGGGVTI VI PGH
GHENVTL PHEMAHAV
PNARVTVETTPGGGV
VKVLNNPTTSPFGN\P
HENVTL PHEMAHAVK
AGDRHL EL TEKGRAL
PGHENVTL PHEMAHA
NELVDTTEMYLRTI Y
NPI PGLVEL GVGPEP
VI GLPWEEVHAEACR
EHVQGDI DLI TRLKD
Pl PGLVEL GVGPEPG
NARVTVETTPGGGVT
PGADDANLVRLTELP
RLLVDVI GLPWEEVH
TEL PAGSPVAVWRQ
ARVTVETTPGGGVTI

RVTVETTPGGGVTI V
HRLAERLLVDVI GLP
DVI GLPWEEVHAEAC
NNPTTSPFGNPI PGL
| PGHENVTL PHEMAH
VDVI GLPWEEVHAEA
| GLPWEEVHAEACRW
GVTI VI PGHENVTLP
RVAGDRHLEL TEKGR
Rl AERLDQSGPTVSQ
LTELPAGSPVAVWVR
ERLLVDVI GLPVWEEV
VI PGHENVTL PHEMA
VETTPGGGVTI VI PG
EHVMSEDVERRL VKV
ARl AERLDQSGPTVS
VLNNPTTSPFG\PI P
EVHAEACRWEHVVBE
VRLTELPAGSPVAW
VHAEACRWEHVMSED
GLPWEEVHAEACRVE
VEHVMBEDVERRL VK
VAGDRHL EL TEKGRA
EEVHAEACRWEHVMS
MNELVDTTEMYLRTI

HAEACRWEHVMVSEDV
RLAERLLVDVI GLPW
AERLDQSGPTVSQTV
GLVEL GVGPEPGADD

LLRVAGDRH
RLKDAGWP
HEMAHAVKV
NVTLPHEMA
LLRVAGDRH
LTEKGRALA
YLRTI YDLE
YLRTI YDLE
LVRLTELPA
TTEMYLRT

HEMAHAVKV
YLRTI YDLE
GVWPNARVT
GVWPNARVT
LLRVAGDRH
GGVTI VI PG
RARI AERLD
VWPNARVTV
DI DLI TRLK
VWRQLTEHV
TTEMYLRT

WRQLTEHV
VERRL VKVL
LVDVI GLPW
RVAGDRHLE
GGVTI VI PG
LVDVI GLPW
RLDQSGPTV
Pl PGLVELG
RVTVETTPG
VWRQLTEHV
GVTI VI PGH
NVTLPHEMA
PNARVTVET
VKVLNNPTT
NVTLPHEMA
EL TEKGRAL
NVTLPHEMA
VDTTEMYLR
Pl PGLVELG
VI GLPVEEV
DI DLI TRLK
Pl PGLVELG
RVTVETTPG
NLVRLTELP
LVDVI GLPW
ELPAGSPVA
RVTVETTPG
RVTVETTPG
HRLAERLLV
VI GLPWEEV
TSPFGN\PI P
NVTLPHEMA
GLPWEEVHA
GLPWEEVHA
GVTI VI PGH
RVAGDRHLE
Rl AERLDQS
ELPAGSPVA
LVDVI GLPW
NVTLPHEMA
GGVTI VI PG
DVERRLVKV
Rl AERLDQS
TSPFGN\PI P
VHAEACRV\E
VRLTELPAG
VHAEACRVE
GLPWEEVHA
VEHVMSEDV
RHLELTEKG
VHAEACRWE
VDTTEMYLR
EACRVEHVM
LVDVI GLPW
RLDQSGPTV
GLVELGVGP
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DRB1_0802.

AEACRWEHVMSEDVE
EACRWEHVMSEDVER
AERLLVDVI GLPWEE
| AERLDQSGPTVSQT
LAERLLVDVI GLPWE
LNNPTTSPFG\PI PG
ACRWEHVMSEDVERR
PGLVEL GVGPEPGAD
RWEHVMSEDVERRLV
TEHVQGDI DLI TRLK
RLTELPAGSPVAVW
CRWEHVMBEDVERRL
VRQLTEHVQGDI! DLI

KVLNNPTTSPFGNP

RTI YDLEEEGVTPLR
LRTI YDLEEEGVTPL
| PGLVEL GVGPEPGA
| YDLEEEGVTPLRAR
TVETTPGGGVTI VI P
| VI PGHENVTLPHEM
VTVETTPGGGVTI VI

VEEVHAEACRVEHVM
VTI VI PGHENVTLPH
TI YDLEEEGVTPLRA
TI VI PGHENVTLPHE
PWEEVHAEACRVEHV
LPWEEVHAEACRWEH
RQLTEHVQGDI DLI T
LVEL GVGPEPGADDA
VEL GVGPEPGADDAN
EPGADDANLVRL TEL
LTEHVQGDI DLI TRL
PEPGADDANLVRLTE
EL GVGPEPGADDANL
QLTEHVQGDI DLI TR
GPEPGADDANLVRLT
L GVGPEPGADDANLV
GVGPEPGADDANL VR
VGPEPGADDANLVRL

MRKHRLAERLLVDVI

VVRKHRLAERLLVDV
AVVRKHRLAERLLVD
I AVMRKHRLAERL LV
RKHRLAERLLVDVI G
TLPHEMAHAVKVEKV
CRWEHVMSEDVERRL
ACRVWEHVMSEDVERR
NVTLPHEMAHAVKVE
VTLPHEMAHAVKVEK
GVTPLRARI AERLDQ
EGVTPLRARI AERLD
EACRVWEHVMSEDVER
RWEHVMSEDVERRLV
Al AVMRKHRLAERL L
VTPLRARI AERLDQS
KHRLAERLLVDVI GL
AEACRVWEHVMSEDVE
TPLRARI AERLDQSG
EEGVTPLRARI AERL
EMYLRTI YDLEEEGV
VEHVMSEDVERRL VK
ENVTLPHEMAHAVKV
EKGRALAI AVVRKHR
TEKGRALAI AVMRKH
KGRALAI AVVRKHRL
FGNPI PGLVELGVGP
PFGNPI PGLVELGVG
LTEKGRALAI AVMRK
MYLRT! YDLEEEGVT

EACRVEHVM
VEHVMSEDV
LVDVI GLPW
RLDQSGPTV
LVDVI GLPW
TSPFGN\PI P
VEHVVSEDV
GLVELGVGP
VEHVVSEDV
DI DLI TRLK
ELPAGSPVA
VEHVVBEDV
VRQLTEHVQ
VLNNPTTSP
TI YDLEEEG
TI YDLEEEG
GLVELGVGP
YDLEEEGVT
GGGVTI VI P
I VI PGHENV
VTVETTPGG
VHAEACRVE
I VI PGHENV
TI YDLEEEG
TI VI PGHEN
PWEEVHAEA
VHAEACRVE
RQLTEHVQG
LVELGVGPE
VELGVGPEP
GADDANLVR
HVQGDI DL

GADDANLVR
ELGVGPEPG
HVQGDI DL

DDANLVRLT
LGVGPEPGA
GADDANLVR
GADDANLVR

nders 3. Nunber

KHRLAERLL
KHRLAERLL
KHRLAERLL
KHRLAERLL
KHRLAERLL
HEMAHAVKV
WEHVMSEDV
VEEHVMSEDV
HEMAHAVKV
HEMAHAVKV
LRARI AERL
LRARI AERL
VWEHVMSEDV
VWEHVMSEDV
KHRLAERLL
LRARI AERL
KHRLAERLL
WEHVMSEDV
LRARI AERL
TPLRARI AE
YLRTI YDLE
VEEHVMSEDV
HEMAHAVKV
KGRALAI AV
EKGRALAI A
KGRALAI AV
FGNPI PGLV
FG\PI PGLV
KGRALAI AV
YLRTI YDLE

of
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LTEHVQGDI DLI TRL
GRALAI AVMRKHRLA
DLI TRLKDAGVWPNA
YLRTI YDLEEEGVTP
QLTEHVQGDI DLI TR
| DLI TRLKDAGVWPN
LI TRLKDAGVWPNAR
RQLTEHVQGDI DLI T
DVERRLVKVLNNPTT
DTTEMYLRTI YDLEE
DI DLI TRLKDAGVWP
DAGVWPNARVTVETT
VWRQLTEHVQGDI DL
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MERDGLL RVAGDRHL
RLDQSGPTVSQTVSR
SEDVERRLVKVLNNP
PGHENVTL PHEMAHA
LDQSGPTVSQTVSRM
LRARI AERLDQSGPT
PVAVWRQLTEHVQG
DDANLVRLTELPAGS
LAl AVMRKHRLAERL
RLVKVLNNPTTSPFG
SQTVSRVERDGLLRV
MNELVDTTEMYLRTI

VEEVHAEACRVEHVM
HVVSEDVERRL VKVL
NELVDTTEMYLRTI Y
NPTTSPFGNPI PGLV
SPVAVWRQLTEHVQ
TEHVQGDI DLI TRLK
| GLPWEEVHAEACRW
ADDANLVRLTELPAG
L GVGPEPGADDANLV
| PGHENVTL PHEMAH
LVKVLNNPTTSPFGN
AERLDQSGPTVSQTV
AGSPVAWVRQLTEH
LVEL GVGPEPGADDA
QTVSRVERDGLLRVA
VAVWWRQL TEHVQGD
ELVDTTEMYLRTI YD
GSPVAVWRQLTEHV
VKVLNNPTTSPFGNP
GLVEL GVGPEPGADD
HLEL TEKGRALAI AV
PAGSPVAVWRQLTE
VSRVERDGL LRVAGD
DVI GLPWEEVHAEAC
LLRVAGDRHLELTEK
VEL GVGPEPGADDAN
EL GVGPEPGADDANL
| PGLVEL GVGPEPGA
EEVHAEACRVEHVVG
Pl PGLVEL GVGPEPG
EHVQGDI DLI TRLKD
PGLVEL GVGPEPGAD
YDLEEEGVTPLRAR

VLNNPTTSPFGNPI P
RLLVDVI GLPWEEVH
| YDLEEEGVTPLRAR
TI VI PGHENVTLPHE
ERLLVDVI GLPVEEV
VTI VI PGHENVTLPH
EVHAEACRWEHVVBE
GADDANLVRLTELPA
GVWPNARVTVETTPG
VHAEACRWEHVNVSED
KVLNNPTTSPFGNP

LRVAGDRHLEL TEKG
ALAI AVNRKHRLAER
TVSRVERDGLLRVAG
SRVERDGLLRVAGDR
RLAERLLVDVI GLPW
I VI PGHENVTLPHEM
QGDI DLI TRLKDAGV
VETTPGGGVTI VI PG
RHLELTEKGRALAI A
VDVI GLPWEEVHAEA
RVERDGL L RVAGDRH
GVTI VI PGHENVTLP
LNNPTTSPFGN\PI PG
LRTI YDLEEEGVTPL
LLVDVI GLPWEEVHA
LVDTTEMYLRTI YDL
| AERLDQSGPTVSQT
RARI AERL DQSGPTV
GGVTI VI PGHENVTL
TVETTPGGGVTI VI P
LAERLLVDVI GLPVE

L RVAGDRHL
LDQSGPTVS
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NVTLPHENA
LDQSGPTVS
LRARI AERL
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NLVRLTELP
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VKVLNNPTT
QTVSRVERD
LVDTTEMYL
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HVMVBSEDVER
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EHVQGDI DL
VEEVHAEAC
NLVRLTELP
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EHVQGDI DL
LGVGPEPGA
YDLEEEGVT
LNNPTTSPF
VI GLPVEEV
| YDLEEEGV
TI VI PGHEN
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RTI YDLEEEGVTPLR
GGGVTI VI PGHENVT
LVDVI GLPWEEVHAE
NNPTTSPFGNPI PGL
VWPNARVTVETTPGG
TI YDLEEEGVTPLRA
VTVETTPGGGVTI VI

PGGGVTI VI PGHENV
DRHLEL TEKGRALAI

AERLLVDVI GLPWEE
ETTPGGGVTI VI PGH
ARVTVETTPGGGVTI

RVTVETTPGGGVTI V
Rl AERLDQSGPTVSQ
VAGDRHL EL TEKGRA
NARVTVET TPGGGVT
TPGGGVTI VI PGHEN
HVQGDI DLI TRLKDA
GDRHLEL TEKGRALA
AGDRHLEL TEKGRAL
VPNARVTVETTPGGG
RVAGDRHLEL TEKGR
ARl AERLDQSGPTVS
TTPGGGVTI VI PGHE
GVGPEPGADDANL VR
VGPEPGADDANL VRL
PGADDANLVRLTELP
PNARVTVETTPGGGV
VQGDI DLI TRLKDAG
EPGADDANL VRL TEL
GPEPGADDANLVRLT
PEPGADDANLVRLTE

ERRLVKVLNNPTTSP
RRLVKVLNNPTTSPF
VERRLVKVLNNPTTS
DVERRLVKVLNNPTT
RLVKVLNNPTTSPFG
ALAI AVNRKHRLAER
LAl AVMRKHRLAERL
EDVERRLVKVLNNPT
RALAI AVNRKHRLAE
LVKVLNNPTTSPFGN
Al AVMRKHRLAERL L
GRALAI AVMRKHRLA
| AVMRKHRLAERLLV
SEDVERRLVKVLNNP
KGRALAI AVVRKHRL
SPVAVWRQLTEHVQ
MSEDVERRLVKVLNN
AVNRKHRLAERL LVD
GSPVAVWRQLTEHV
DANLVRLTELPAGSP
PVAVWRQLTEHVQG
ANLVRLTELPAGSPV
VAVWRQL TEHVQGD
VMVRKHRLAERL LVDV
EEGVTPLRARI AERL
NLVRLTEL PAGSPVA
MRKHRLAERLLVDVI

DDANLVRL TELPAGS
EGVTPLRARI AERLD
EEEGVTPLRARI AER
AGSPVAWVRQLTEH
RKHRLAERLLVDVI G
GVTPLRARI AERLDQ
EKGRALAI AVMRKHR
VKVLNNPTTSPFGNP
LVRLTELPAGSPVAV
ADDANL VRLTELPAG

| YDLEEEGV
VI PGHENVT
VI GLPVEEV
TTSPFG\P

VWPNARVTV
YDLEEEGVT
ETTPGGGVT
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LTEKGRALA
ERLLVDVI G
ETTPGGGVT
VETTPGGGV
VETTPGGGV
RLDQSGPTV
AGDRHLELT
VETTPGGGV
PGGGVTI VI

HVQGDI DL

LTEKGRALA
LELTEKGRA
VPNARVTVE
AGDRHLELT
RLDQSGPTV
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NLVRLTELP
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DI DLI TRLK
ANLVRLTEL
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KHRLAERLLVDVI GL
TTEMYLRTI YDLEEE
LEEEGVTPLRARI AE
DTTEMYLRTI YDLEE
HLEL TEKGRALAI AV
TEMYLRTI YDLEEEG
QGDI DLI TRLKDAGV
VDTTEMYLRTI YDLE
GDI DLI TRLKDAGW
PAGSPVAVWRQLTE
GADDANLVRLTELPA
LELTEKGRALAI AVM
RHLELTEKGRALAI A
VMBEDVERRLVKVLN
ELTEKGRALAI AVMR
RDGL L RVAGDRHLEL
EMYLRTI YDLEEEGV
DLEEEGVTPLRARI A
DI DLI TRLKDAGVWP
LTEKGRALAI AVMRK
GLLRVAGDRHLELTE
RVERDGL L RVAGDRH
VQGDI DLI TRLKDAG
LLRVAGDRHLELTEK
ERDGLLRVAGDRHLE
ERDGL L RVAGDRHL
ENVTL PHEMAHAVKY
PTVSQTVSRVERDGL
DGLLRVAGDRHLELT
TEKGRALAI AVVRKH
HRLAERLLVDVI GLP
| DLI TRLKDAGVWPN
DRHLEL TEKGRALAI

NVTL PHEMAHAVKVE
HENVTL PHEMAHAVK
LVDTTEMYLRTI YDL
TVSQTVSRVERDGLL
AVWVRQL TEHVQGDI

GHENVTL PHEMAHAV
VSQTVSRVERDGLLR
VTPLRARI AERLDQS
LPAGSPVAVWVRQLT
GPTVSQTVSRVERDG
SRVERDGLLRVAGDR
HVQGDI DLI TRLKDA
ACRWEHVNVSEDVERR
DAGVWPNARVTVETT
GDRHLELTEKGRALA
EACRWEHVMSEDVER
AGVVPNARVTVETTP
ELVDTTEMYLRTI YD
KDAGVVPNARVTVET
SQTVSRVERDGLLRV
SGPTVSQTVSRVERD
PGHENVTL PHEMAHA
VTLPHEMAHAVKVEK
VSRVERDGLLRVAGD
VWRQLTEHVQGDI D
TVSRVERDGLLRVAG
AEACRWEHVMVSEDVE
LKDAGVWPNARVTVE
VRLTELPAGSPVAW
CRWEHVMBEDVERRL
RLLVDVI GLPWEEVH
ERLLVDVI GLPVWEEV
LAERLLVDVI GLPWE
HVVSEDVERRL VKVL
LLVDVI GLPWEEVHA
HAEACRWEHVVSEDV
RLAERLLVDVI GLPW
EHVQGDI DLI TRLKD
TL PHEMAHAVKVEKV
MYLRTI YDLEEEGVT
QSGPTVSQTVSRVER
PGADDANLVRLTELP
GVWPNARVTVETTPG
AERLLVDVI GLPWEE

HRLAERLLV
EMYLRTI YD
VTPLRARI A
EMYLRTI YD
LTEKGRALA
EMYLRTI YD
| DLI TRLKD
EMYLRTI YD
| DLI TRLKD
VAVWRQLT
LVRLTELPA
LTEKGRALA
LTEKGRALA
ERRLVKVLN
LTEKGRALA
LLRVAGDRH
EMYLRTI YD
VTPLRARI A
| DLI TRLKD
LTEKGRALA
LLRVAGDRH
RDGLLRVAG
| DLI TRLKD
LLRVAGDRH
RDGLLRVAG
RDGLLRVAG
NVTLPHEMA
SQTVSRMVER
LLRVAGDRH
LAl AVVRKH
HRLAERLLV
| DLI TRLKD
LTEKGRALA
VTLPHEMAH
NVTLPHEMA
TEMYLRTI Y
SQTVSRVER
AVWRQLTE
NVTLPHEMA
SQTVSRMVER
VTPLRARI A
VAVWRQLT
SQTVSRMVER
RDGLLRVAG
I DLI TRLKD
VEHVVSEDV
VWPNARVTV
LTEKGRALA
VEHVVSEDV
VWPNARVTV
TEMYLRTI Y
VWPNARVTV
SQTVSRMVER
SQTVSRMER
NVTLPHEMA
VTLPHEMAH
RDGLLRVAG
VWRQLTEHV
RVERDGLLR
ACRVEHVVG
AGVWPNARV
LTELPAGSP
VEHVMSEDV
LVDVI GLPW
LVDVI GLPW
ERLLVDVI G
EDVERRLVK
LVDVI GLPW
ACRVWEHVVG
ERLLVDVI G
| DLI TRLKD
HEMAHAVKV
YLRTI YDLE
SQTVSRMVER
DANLVRLTE
VWPNARVTV
LVDVI GLPW
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LRVAGDRHLEL TEKG
DLI TRLKDAGVVPNA
RLKDAGVVPNARVTV
LVDVI GLPWEEVHAE
VWWRQLTEHVQGDI DL
| PGHENVTL PHEMAH
YDLEEEGVTPLRAR

RWEHVMVSEDVERRLV
LI TRLKDAGVWPNAR
QTVSRVERDGLLRVA
WEHVMVBEDVERRL VK
GGVTI VI PGHENVTL
| TRLKDAGVVPNARV
YLRTI YDLEEEGVTP
RLTELPAGSPVAVW
GVTI VI PGHENVTLP
EVHAEACRWEHVVBE
VWPNARVTVETTPGG
GGGVTI VI PGHENVT
NPI PGLVEL GVGPEP
TRLKDAGVVPNARVT
GNP PGLVELGVGPE
PLRARI AERLDQSGP
AGDRHLEL TEKGRAL
Pl PGLVEL GVGPEPG
EPGADDANLVRL TEL
FGNPI PGLVELGVGP
RVAGDRHLEL TEKGR
TPLRARI AERLDQSG
VHAEACRWEHVVBED
EEVHAEACRVEHVVG
VTI VI PGHENVTLPH
EHVMBEDVERRL VKV
NELVDTTEMYLRTI Y
LRARI AERLDQSGPT
VAGDRHL EL TEKGRA
PFGNPI PGLVELGVG
PGGGVTI VI PGHENV
| PGLVELGVGPEPGA
VRQLTEHVQGDI DLI

VI PGHENVTLPHENA
VDVI GLPWEEVHAEA
SPFGNPI PGLVELGV
TSPFGN\PI PGLVELG
PNARVTVETTPGGGV
NARVTVETTPGGGVT
TI VI PGHENVTLPHE
DQSGPTVSQTVSRVE
GLVEL GVGPEPGADD
LTELPAGSPVAVWVR
RARI AERL DQSGPTV
TTSPFGNPI PGLVEL
VEEVHAEACRVWEHVM
PGLVEL GVGPEPGAD
VPNARVTVETTPGGG
MNELVDTTEMYLRT

ARVTVETTPGGGVTI

TPGGGVTI VI PGHEN
LVEL GVGPEPGADDA
PWEEVHAEACRVWEHV
PTTSPFGNPI PGLVE
KVLNNPTTSPFGNP

PEPGADDANLVRLTE
RQLTEHVQGDI DLI T
NPTTSPFGNPI PGLV
DVI GLPWEEVHAEAC
ARl AERLDQSGPTVS
| YDLEEEGVTPLRAR
VEL GVGPEPGADDAN
TEHVQGDI DLI TRLK
RVTVETTPGGGVTI V
LPWEEVHAEACRVEH
ELPAGSPVAVWVRQL
I VI PGHENVTLPHEM
LTEHVQGDI DLI TRL
VI GLPWEEVHAEACR
LRTI YDLEEEGVTPL

VAGDRHLEL
LI TRLKDAG
AGVWPNARV
LVDVI GLPW
WRQLTEHV
NVTLPHEMA
GVTPLRAR

VEHVVBSEDV
LI TRLKDAG
RVERDGLLR
VEHVVSEDV
VTI VI PGHE
| TRLKDAGV
YLRTI YDLE
LTELPAGSP
VTI VI PGHE
EVHAEACRW
VVPNARVTV
VTI VI PGHE
| PGLVELGV
LKDAGVVPN
| PGLVELGV
RARI AERLD
RHLELTEKG
| PGLVELGV
DANLVRLTE
| PGLVELGV
VAGDRHLEL
RARI AERLD
ACRVEHVVG
EVHAEACRW
TI VI PGHEN
SEDVERRLV
TEMYLRTI Y
ARl AERLDQ
RHLELTEKG
| PGLVELGV
VTI VI PGHE
| PGLVELGV
RQLTEHVQG
NVTLPHENA
VI GLPVEEV
| PGLVELGV
TSPFGN\PI P
RVTVETTPG
RVTVETTPG
TI VI PGHEN
VSQTVSRVE
VELGVGPEP
LTELPAGSP
ARl AERLDQ
TSPFGN\PI P
EVHAEACRW
VELGVGPEP
NARVTVETT
LVDTTEMYL
RVTVETTPG
VTI VI PGHE
VELGVGPEP
EVHAEACRW
TSPFGN\PI P
KVLNNPTTS
DANLVRLTE
RQLTEHVQG
TSPFGN\PI P
VI GLPVEEV
ARl AERLDQ
| YDLEEEGV
VELGVGPEP
VQGDI DLI T
RVTVETTPG
EVHAEACRW
LPAGSPVAV
GHENVTLPH
HVQGDI DLI

VI GLPVEEV
TI YDLEEEG
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DRB1_1302 66
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DRB1_1101.

TI YDLEEEGVTPLRA
LDQSGPTVSQTVSRM
GLPWEEVHAEACRVE
Rl AERLDQSGPTVSQ
RTI YDLEEEGVTPLR
| AERLDQSGPTVSQT
VLNNPTTSPFGNPI P
QLTEHVQGDI DLI TR
NNPTTSPFGNPI PGL
TTPGGGVTI VI PGHE
RLDQSGPTVSQTVSR
| GLPWEEVHAEACRW
EL GVGPEPGADDANL
AERLDQSGPTVSQTV
LNNPTTSPFGN\PI PG
TELPAGSPVAVWWRQ
VTVETTPGGGVTI VI

L GVGPEPGADDANLV
ERLDQSGPTVSQTVS
GPEPGADDANLVRLT
ETTPGGGVTI VI PGH
TVETTPGGGVTI VI P
VETTPGGGVTI VI PG
VGPEPGADDANLVRL
GVGPEPGADDANL VR

KGRALAI AVNVRKHRL
GRALAI AVMRKHRLA
RLKDAGVWPNARVTV
LKDAGWPNARVTVE
DVERRLVKVLNNPTT
VERRLVKVLNNPTTS
RRLVKVLNNPTTSPF
KDAGVVPNARVTVET
RALAI AVNRKHRLAE
ERRLVKVLNNPTTSP
ALAI AVNRKHRLAER
EDVERRLVKVLNNPT
DAGVWPNARVTVETT
LAl AVMRKHRLAERL
AGVVPNARVTVETTP
Al AVMRKHRLAERL L
| AVMRKHRLAERLLV
ELTEKGRALAI AVMR
TRL KDAGVVPNARVT
LEL TEKGRALAI AVM
TEKGRALAI AVNVRKH
LTEKGRALAI AVMRK
| TRLKDAGVVPNARV
RLVKVLNNPTTSPFG
SPVAVWWRQLTEHVQ
GSPVAVWRQLTEHV
TL PHEMAHAVKVEKV
EKGRALAI AVVRKHR
PVAVWRQLTEHVQG
LVKVLNNPTTSPFGN
VTL PHEMAHAVKVEK
HLEL TEKGRALAI AV
VAVWRQL TEHVQGD
NVTLPHEMAHAVKVE
ENVTL PHEMAHAVKY
GHENVTL PHEMAHAV
HENVTL PHEMAHAVK
AVWVRQL TEHVQGDI

RLAERLLVDVI GLPW
LAERLLVDVI GLPWE
LVRLTELPAGSPVAV
GWPNARVTVETTPG
RLTELPAGSPVAVW
VRLTELPAGSPVAW

| YDLEEEGV
PTVSQTVSR
EVHAEACRW
| AERLDQSG
YDLEEEGVT
RLDQSGPTV
VLNNPTTSP
HVQGDI DL

TSPFGNPI P
VTI VI PGHE
RLDQSGPTV
EVHAEACRW
LGVGPEPGA
RLDQSGPTV
TSPFGNPI P
LPAGSPVAV
VTVETTPGG
LGVGPEPGA
LDQSGPTVS
DDANLVRLT
GGVTI VI PG
TTPGGGVT

GGVTI VI PG
VGPEPGADD
VGPEPGADD

| AVMRKHRL
| AVMRKHRL
AGWPNARV
AGVWPNARV
LVKVLNNPT
LVKVLNNPT
LVKVLNNPT
AGVVPNARV
| AVMRKHRL
LVKVLNNPT
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LVKVLNNPT
AGVWPNARV
| AVMRKHRL
AGVWPNARV
| AVMRKHRL
| AVMRKHRL
KGRALAI AV
AGVVPNARV
KGRALAI AV
KGRALAI AV
KGRALAI AV
AGVWPNARV
LVKVLNNPT
VWRQLTEHV
WRQLTEHV
LPHEMAHAY
KGRALAI AV
VWRQLTEHV
LVKVLNNPT
LPHEMAHAY
KGRALAI AV
WRQLTEHV
LPHEMAHAY
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LPHEMAHAV
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RLLVDVI GL
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LPAGSPVAV
VWPNARVTV
LPAGSPVAV
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LTELPAGSPVAVWVR
AERLLVDVI GLPVEE
ELPAGSPVAVWVRQL
LPAGSPVAVWRQLT
VWRQLTEHVQGDI DL
VWRQLTEHVQGDI D
TEL PAGSPVAVWRQ
VKVLNNPTTSPFGN\P
ERLLVDVI GLPVEEV
RHLELTEKGRALAI A
DRHLEL TEKGRALAI

MERDGLL RVAGDRHL
RLLVDVI GLPWEEVH
| DLI TRLKDAGVVPN
GDI DLI TRLKDAGW
DLI TRLKDAGVVPNA
LI TRLKDAGVWPNAR
VWPNARVTVETTPGG
HRLAERLLVDVI GLP
DQSGPTVSQTVSRVE
LDQSGPTVSQTVSRM
QSGPTVSQTVSRVER
DI DLI TRLKDAGVP
AVMRKHRLAERL LVD
KHRLAERL LVDVI GL
ERDGLLRVAGDRHLE
KVLNNPTTSPFGNP

NELVDTTEMYLRTI Y
QGDI DLI TRLKDAGV
SGPTVSQTVSRVERD
VMVRKHRLAERL LVDV
SQTVSRVERDGLLRV
RDGL L RVAGDRHL EL
AGSPVAVWWRQLTEH
MNELVDTTEMYLRT

MRKHRLAERLLVDVI

EEGVTPLRARI AERL
QTVSRVERDGLLRVA
DLEEEGVTPLRARI A
ELVDTTEMYLRTI YD
YDLEEEGVTPLRAR

GPTVSQTVSRVERDG
RVERDGL L RVAGDRH
RVTVETTPGGGVTI V
GGVTI VI PGHENVTL
DGLLRVAGDRHLELT
VTVETTPGGGVTI VI

RKHRLAERLLVDVI G
ARVTVETTPGGGVT

TVSQTVSRVERDGLL
TVSRVERDGLLRVAG
| GLPWEEVHAEACRW
PAGSPVAVWRQLTE
GGGVTI VI PGHENVT
LVDTTEMYLRTI YDL
LEEEGVTPLRARI AE
HAEACRWEHVVBEDV
AEACRVEHVNVBEDVE
TVETTPGGGVTI VI P
GLLRVAGDRHLELTE
SEDVERRLVKVLNNP
GLPWEEVHAEACRVE
EGVTPLRARI AERLD
VETTPGGGVTI VI PG
VTI VI PGHENVTLPH
ACRWEHVVMSEDVERR
GVTI VI PGHENVTLP
EACRWEHVNMSEDVER
CRWEHVVBEDVERRL
LPWEEVHAEACRVEH
PTVSQTVSRVERDGL
RWEHVMVBEDVERRLV
PWEEVHAEACRVWEHV
VSRVERDGL LRVAGD
EEEGVTPLRARI AER
VLNNPTTSPFGNPI P
LLRVAGDRHLEL TEK

LPAGSPVAV
RLLVDVI GL
LPAGSPVAV
LPAGSPVAV
WRQLTEHV
VWRQLTEHV
LPAGSPVAV
VKVLNNPTT
RLLVDVI GL
TEKGRALAI

TEKGRALAI

L RVAGDRHL
RLLVDVI GL
| TRLKDAGV
| TRLKDAGV
| TRLKDAGV
| TRLKDAGV
VVPNARVTV
RLLVDVI GL
TVSQTVSRM
TVSQTVSRM
TVSQTVSRM
| TRLKDAGV
RKHRLAERL
RLLVDVI GL
LLRVAGDRH
LNNPTTSPF
LVDTTEMYL
| TRLKDAGV
TVSQTVSRM
RKHRLAERL
MERDGLLRV
LLRVAGDRH
AVWRQLTE
LVDTTEMYL
RKHRLAERL
LRARI AERL
MERDGLLRV
GVTPLRAR

LVDTTEMYL
GVTPLRAR

TVSQTVSRM
LLRVAGDRH
VETTPGGGV
VI PGHENVT
LLRVAGDRH
VETTPGGGV
RKHRLAERL
TTPGGGVT

TVSQTVSRM
MERDGLLRV
EVHAEACRW
VAVWRQLT
VI PGHENVT
LVDTTEMYL
GVTPLRAR

VEHVVBSEDV
VEHVIVSEDV
TTPGGGVT

LLRVAGDRH
RRLVKVLNN
EVHAEACRW
GVTPLRARI

VETTPGGGV
VI PGHENVT
VEHVVBEDV
VI PGHENVT
VEHVVBEDV
VEHVVSEDV
EVHAEACRW
TVSQTVSRM
V\EHVVSEDV
EVHAEACRW
MERDGLLRV
GVTPLRAR

LNNPTTSPF
LLRVAGDRH

COOOOOO0000000000000000000000000000000000000000000000000000000000000000000000

http://www.cbs.dtu.dk/cgi-bi n/webface?] obi d=netmhcl1,4B5EBOFE013...

OUPROUOONNONRRPRAIORWWRNONONOOWONRNPOOWNRPRPOONNUUINRPANNNPRADMNODTOOORONRWWONRAMRUINAMAIIOOOODODOOMON

Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB
Rv2711, TB

1/26/2010 3:18 PM



NetMHCII 2.0 Server - prediction results

29 of 50

DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302

VEEVHAEACRVEHVM
LLVDVI GLPWEEVHA
MBSEDVERRLVKVLNN
GVTPLRARI AERLDQ
VEHVMSEDVERRL VK
GDRHLEL TEKGRALA
SRVERDGLLRVAGDR
TI VI PGHENVTLPHE
LTEHVQGDI DLI TRL
ADDANLVRLTELPAG
PGGGVTI VI PGHENV
TTPGGGVTI VI PGHE
I VI PGHENVTLPHEM
TEHVQGDI DLI TRLK
ERLDQSGPTVSQTVS
GADDANLVRLTELPA
LVDVI GLPVWEEVHAE
EVHAEACRWEHVVBE
EEVHAEACRWEHVMG
AERLDQSGPTVSQTV
RLDQSGPTVSQTVSR
DTTEMYLRTI YDLEE
ARl AERLDQSGPTVS
VDTTEMYLRTI YDLE
EPGADDANLVRL TEL
Rl AERLDQSGPTVSQ
EHVQGDI DLI TRLKD
LNNPTTSPFGN\PI PG
DDANLVRL TELPAGS
| AERLDQSGPTVSQT
AGDRHL EL TEKGRAL
DANLVRL TELPAGSP
VRQLTEHVQGDI DL

VI PGHENVTLPHEMA
ETTPGGGVTI VI PGH
ANLVRLTELPAGSPV
PNARVTVETTPGGGV
PGADDANLVRLTELP
NLVRLTELPAGSPVA
NARVTVET TPGGGVT
TTEMYLRTI YDLEEE
TPGGGVTI VI PGHEN
VTPLRARI AERLDGS
NPTTSPFGNPI PGLV
TTSPFGNPI PGLVEL
VSQTVSRVERDGLLR
RARI AERLDQSGPTV
LRVAGDRHLEL TEKG
| PGHENVTL PHEMAH
RQLTEHVQGDI DLI T
QLTEHVQGDI DLI TR
TPLRARI AERLDQSG
TEMYLRTI YDLEEEG
PGHENVTL PHEMAHA
PTTSPFGNPI PGLVE
LRTI YDLEEEGVTPL
VGPEPGADDANL VRL
LRARI AERLDQSGPT
GPEPGADDANLVRLT
HVQGDI DLI TRLKDA
VMSEDVERRLVKVLN
PLRARI AERLDQSGP
SPFGNPI PGLVELGV
HVMSEDVERRL VKVL
| YDLEEEGVTPLRAR
TSPFGNPI PGLVELG
VQGDI DLI TRLKDAG
PEPGADDANLVRLTE
TI YDLEEEGVTPLRA
RTI YDLEEEGVTPLR
PFGNPI PGLVELGVG
NNPTTSPFGNPI PGL
FGNPI PGLVELGVGP
EHVMSEDVERRL VKV
VPNARVTVETTPGGG
EMYLRTI YDLEEEGV
GNPI PGLVEL GVGPE

EVHAEACRW
LVDVI GLPW
RRLVKVLNN
GVTPLRAR

WVEHVMSEDV
ELTEKGRAL
MERDGLLRV
VI PGHENVT
GDI DLI TRL
ANLVRLTEL
I VI PGHENV
TTPGGGVTI

VI PGHENVT
GDI DLI TRL
RLDQSGPTV
ANLVRLTEL
LVDVI GLPW
EVHAEACRW
EVHAEACRW
RLDQSGPTV
RLDQSGPTV
LRTI YDLEE
RLDQSGPTV
TTEMYLRT

ANLVRLTEL
RLDQSGPTV
GDI DLI TRL
LNNPTTSPF
ANLVRLTEL
RLDQSGPTV
ELTEKGRAL
ANLVRLTEL
HVQGDI DLI

VI PGHENVT
TTPGGGVTI

ANLVRLTEL
VETTPGGGV
ANLVRLTEL
ELPAGSPVA
VETTPGGGV
LRTI YDLEE
VTI VI PGHE
LRARI AERL
FGNPI PGLV
FGNPI PGLV
SRVERDGLL
RLDQSGPTV
LRVAGDRHL
| PGHENVTL
HVQGDI DL

HVQGDI DL

LRARI AERL
LRTI YDLEE
ENVTLPHEM
FGNPI PGLV
LEEEGVTPL
ADDANLVRL
LRARI AERL
ADDANLVRL
GDI DLI TRL
VERRLVKVL
LRARI AERL
FGNPI PGLV
VERRLVKVL
LEEEGVTPL
FGNPI PGLV
GDI DLI TRL
ADDANLVRL
LEEEGVTPL
LEEEGVTPL
FGNPI PGLV
TTSPFG\P

FGNPI PGLV
DVERRLVKV
RVTVETTPG
LRTI YDLEE
LVELGVGPE
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DRB1_1302 9
DRB1_1302 55
DRB1_1302 129
DRB1_1302
DRB1_1302 87
DRB1_1302 88
DRB1_1302
DRB1_1302 54
DRB1_1302
DRB1_1302
DRB1_1302 86
DRB1_1302
DRB1_1302 10
DRB1_1302
DRB1_1302
DRB1_1302 96
DRB1_1302
DRB1_1302

Allele:

DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501 19
DRB1_1501
DRB1_1501 18
DRB1_1501 20
DRB1_1501 17
DRB1_1501 70
DRB1_1501 16
DRB1_1501 69
DRB1_1501 71
DRB1_1501 68
DRB1_1501 21
DRB1_1501
DRB1_1501 72
DRB1_1501
DRB1_1501 67
DRB1_1501 66
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501 73
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501 15
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501 65
DRB1_1501 4
DRB1_1501 49
DRB1_1501 62
DRB1_1501 63
DRB1_1501
DRB1_1501 64
DRB1_1501 5
DRB1_1501 60
DRB1_1501 50
DRB1_1501 48
DRB1_1501 61
DRB1_1501 46
DRB1_1501 47
DRB1_1501 51
DRB1_1501 6
DRB1_1501 108
DRB1_1501 147
DRB1_1501 148

DRB1_1302.

MYLRT! YDLEEEGVT
VAGDRHLEL TEKGRA
NPl PGLVELGVGPEP
GVGPEPGADDANL VR
DVI GLPVEEVHAEAC
VI GLPVWEEVHAEACR
L GVGPEPGADDANLV
RVAGDRHLELTEKGR
| PGLVELGVGPEPGA
Pl PGLVEL GVGPEPG
VDVI GLPVWEEVHAEA
GLVELGVGPEPGADD
YLRTI YDLEEEGVTP
PGLVELGVGPEPGAD
LVELGVGPEPGADDA
VHAEACRWEHVMSED
EL GVGPEPGADDANL
VEL GVGPEPGADDAN

RRLVKVLNNPTTSPF
ERRLVKVLNNPTTSP
VERRLVKVLNNPTTS
RLVKVLNNPTTSPFG
EEGVTPLRARI AERL
DVERRLVKVLNNPTT
EEEGVTPLRARI AER
EGVTPLRARI AERLD
LEEEGVTPLRARI AE
LAl AVMRKHRLAERL
DLEEEGVTPLRARI A
ALAI AVNRKHRLAER
Al AVWRKHRLAERLL
RALAI AVNRKHRLAE
GVTPLRARI AERLDQ
EDVERRLVKVLNNPT
I AVMRKHRLAERLLV
LVKVLNNPTTSPFGN
GRALAI AVMRKHRLA
KGRALAI AVVRKHRL
PVAVWRQLTEHVQG
VAVWRQL TEHVQGD
SPVAVWRQLTEHVQ
GDI DLI TRLKDAGW
AVMRKHRLAERLLVD
AVWRQLTEHVQGDI

GSPVAVWRQLTEHV
DI DLI TRLKDAGVVP
YDLEEEGVTPLRAR

| DLI TRLKDAGVWPN
QGDI DLI TRLKDAGV
VWRQLTEHVQGEDI D
EKGRALAI AVMRKHR
VDTTEMYLRTI YDLE
RDGL L RVAGDRHL EL
ELTEKGRALAI AVMR
LTEKGRALAI AVVRK
DLI TRLKDAGVVPNA
TEKGRALAI AVMRKH
DTTEMYLRTI YDLEE
HLEL TEKGRALAI AV
DGLLRVAGDRHLELT
ERDGLLRVAGDRHLE
LEL TEKGRALAI AVM
RVERDGL L RVAGDRH
MERDGL L RVAGDRHL
GLLRVAGDRHLELTE
TTEMYLRTI YDLEEE
SEDVERRLVKVLNNP
DANLVRLTELPAGSP
ANLVRLTELPAGSPV

LRTI YDLEE
LELTEKGRA
LVELGVGPE
PGADDANLV
WEEVHAEAC
WEEVHAEAC
PGADDANLV
VAGDRHLEL
LVELGVGPE
LVELGVGPE
VI GLPVEEV
LVELGVGPE
LRTI YDLEE
LVELGVGPE
LVELGVGPE
EACRVEHVM
LGVGPEPGA
LGVGPEPGA

nders 3. Nunber

LVKVLNNPT
LVKVLNNPT
LVKVLNNPT
LVKVLNNPT
GVTPLRAR

LVKVLNNPT
GVTPLRAR

GVTPLRAR

GVTPLRAR

I AVVRKHRL
GVTPLRAR

I AVMRKHRL
I AVVRKHRL
I AVVRKHRL
GVTPLRAR

LVKVLNNPT
AVMRKHRLA
LVKVLNNPT
I AVMRKHRL
RALAI AVNR
VWRQLTEH
VWRQLTEH
VWWRQLTEH
LI TRLKDAG
AVMRKHRLA
VWRQLTEH
VWRQLTEH
LI TRLKDAG
GVTPLRAR

LI TRLKDAG
LI TRLKDAG
VWRQLTEH
RALAI AVNR
TEMYLRTI Y
GLLRVAGDR
LTEKGRALA
LTEKGRALA
LI TRLKDAG
RALAI AVNR
TEMYLRTI Y
LTEKGRALA
GLLRVAGDR
GLLRVAGDR
LTEKGRALA
GLLRVAGDR
GLLRVAGDR
GLLRVAGDR
TEMYLRTI Y
RLVKVLNNP
LVRLTELPA
LVRLTELPA

of
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of peptides 216
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146

DDANLVRL TELPAGS
AGSPVAWVRQLTEH
VMVRKHRLAERLLVDV
VQGDI DLI TRLKDAG
ADDANLVRLTELPAG
VTPLRARI AERLDQS
LVDTTEMYLRTI YDL
NLVRL TEL PAGSPVA
TEMYLRTI YDLEEEG
ELVDTTEMYLRTI YD
RLAERLLVDVI GLPW
LI TRLKDAGVWPNAR
LAERLLVDVI GLPVE
RHLELTEKGRALAI A
GADDANL VRLTELPA
TI VI PGHENVTLPHE
GGVTI VI PGHENVTL
GVTI VI PGHENVTLP
AERLLVDVI GLPVEE
VTI VI PGHENVTLPH
I VI PGHENVTLPHEM
SRVERDGLLRVAGDR
LVRLTELPAGSPVAV
RLLVDVI GLPWEEVH
LLVDVI GLPWEEVHA
VMVBEDVERRLVKVLN
MRKHRLAERLLVDVI

TVSRVERDGLLRVAG
ERLLVDVI GLPVEEV
LLRVAGDRHLELTEK
SQTVSRVERDGLLRV
MBEDVERRLVKVLNN
DRHLEL TEKGRALAI

| PGLVEL GVGPEPGA
VSRVERDGL LRVAGD
QTVSRVERDGLLRVA
HRLAERLLVDVI GLP
Pl PGLVEL GVGPEPG
NELVDTTEMYLRTI Y
HVQGDI DLI TRLKDA
HVVSEDVERRL VKVL
PGLVEL GVGPEPGAD
PLRARI AERLDQSGP
VRLTELPAGSPVAW
NPI PGLVELGVGPEP
KHRLAERLLVDVI GL
VKVLNNPTTSPFGNP
EMYLRTI YDLEEEGV
TPLRARI AERLDQSG
GLVEL GVGPEPGADD
RKHRLAERLLVDVI G
LVDVI GLPWEEVHAE
VLNNPTTSPFGN\PI P
VSQTVSRVERDGLLR
PGADDANLVRLTELP
VI PGHENVTLPHENA
GNP PGLVELGVGPE
RLTELPAGSPVAVW
GDRHLEL TEKGRALA
GGGVTI VI PGHENVT
KVLNNPTTSPFGNP

EHVMBEDVERRL VKV
PTVSQTVSRVERDGL
Rl AERLDQSGPTVSQ
ARl AERLDQSGPTVS
EHVQGDI DLI TRLKD
| AERLDQSGPTVSQT
RARI AERL DQSGPTV
TEHVQGDI DLI TRLK
AERLDQSGPTVSQTV
| YDLEEEGVTPLRAR
VWRQLTEHVQGDI DL
NNPTTSPFGNPI PGL
NPTTSPFGNPI PGLV
MYLRT! YDLEEEGVT
VWPNARVTVETTPGG
MNELVDTTEMYLRTI

LVRLTELPA
VWRQLTEH
VVRKHRLAE
LI TRLKDAG
NLVRLTELP
PLRARI AER
TEMYLRTI Y
LVRLTELPA
TEMYLRTI Y
TEMYLRTI Y
LVDVI GLPW
LI TRLKDAG
LVDVI GLPW
LTEKGRALA
NLVRLTELP
VI PGHENVT
VI PGHENVT
I VI PGHENV
LVDVI GLPW
VI PGHENVT
VI PGHENVT
RVERDGLLR
LVRLTELPA
LVDVI GLPW
LVDVI GLPW
DVERRLVKV
MRKHRLAER
RVERDGLLR
LVDVI GLPW
LLRVAGDRH
RVERDGLLR
DVERRLVKV
LTEKGRALA
GLVELGVGP
RVERDGLLR
RVERDGLLR
AERLLVDVI

GLVELGVGP
TEMYLRTI Y
DLI TRLKDA
DVERRLVKV
GLVELGVGP
PLRARI AER
ELPAGSPVA
GLVELGVGP
AERLLVDVI

VKVLNNPTT
YLRTI YDLE
PLRARI AER
GLVELGVGP
HRLAERLLV
LVDVI GLPW
TTSPFG\P

RVERDGLLR
NLVRLTELP
VI PGHENVT
GLVELGVGP
LTELPAGSP
LTEKGRALA
VI PGHENVT
VLNNPTTSP
DVERRLVKV
PTVSQTVSR
RLDQSGPTV
RLDQSGPTV
HVQGDI DL

RLDQSGPTV
RLDQSGPTV
HVQGDI DL

RLDQSGPTV
EGVTPLRAR
VWRQLTEHV
TTSPFG\P

TTSPFG\P

YLRTI YDLE
VWPNARVTV
TTEMYLRT
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ERLDQSGPTVSQTVS
NVTL PHEMAHAVKVE
PAGSPVAVWRQLTE
TVSQTVSRVERDGLL
YLRTI YDLEEEGVTP
PGGGVTI VI PGHENV
WEHVVBEDVERRL VK
LNNPTTSPFGN\PI PG
ENVTLPHEMAHAVKV
RLKDAGVVPNARVTV
RLDQSGPTVSQTVSR
GWPNARVTVETTPG
ARVTVETTPGGGVT

VTL PHEMAHAVKVEK
FGNPI PGLVELGVGP
PTTSPFGNPI PGLVE
RWEHVNVSEDVERRLV
LTELPAGSPVAVWVR
LTEHVQGDI DLI TRL
AGDRHLEL TEKGRAL
| GLPWEEVHAEACRW
ACRWEHVMSEDVERR
| TRLKDAGVVPNARV
GLPWEEVHAEACRVE
CRWEHVMSEDVERRL
PNARVTVETTPGGGV
NARVTVETTPGGGVT
GPTVSQTVSRVERDG
SGPTVSQTVSRVERD
| PGHENVTL PHEMAH
PWEEVHAEACRVEHV
DAGVWPNARVTVETT
AGVVPNARVTVETTP
VDVI GLPWEEVHAEA
HENVTLPHEMAHAVK
GHENVTLPHEMAHAY
LPWEEVHAEACRVEH
VEEVHAEACRVEHVM
KDAGVWVPNARVTVET
EL PAGSPVAVWVRQL
TTSPFGNPI PGLVEL
QSGPTVSQTVSRVER
RVTVETTPGGGVTI V
TRLKDAGVWPNARVT
EEVHAEACRVEHVVG
LKDAGWPNARVTVE
LRARI AERLDQSGPT
DVI GLPWEEVHAEAC
TLPHEMAHAVKVEKY
LPAGSPVAVWRQLT
DQSGPTVSQTVSRVE
TELPAGSPVAVWVRQ
ETTPGGGVTI VI PGH
PGHENVTL PHEMAHA
EACRWEHVMSEDVER
VI GLPVWEEVHAEACR
VPNARVTVETTPGGG
TTPGGGVTI VI PGHE
EVHAEACRWEHVMSE
QLTEHVQGDI DLI TR
TPGGGVTI VI PGHEN
LVEL GVGPEPGADDA
LDQSGPTVSQTVSRM
VAGDRHLEL TEKGRA
PFGNPI PGLVELGVG
AEACRVWEHVMSEDVE
LRVAGDRHLEL TEKG
HAEACRWEHVVSEDV
RVAGDRHLEL TEKGR
VETTPGGGVTI VI PG
SPFGNPI PGLVELGV

RQLTEHVQGDI DLI T
VRQLTEHVQGDI DLI
LRTI YDLEEEGVTPL
RTI YDLEEEGVTPLR
TSPFGN\PI PGLVELG
VHAEACRWEHVNVSED

RLDQSGPTV
TLPHEMAHA
PVAVWVRQL
TVSQTVSRM
YLRTI YDLE
I VI PGHENV
VMBEDVERR
TTSPFG\P

TLPHEMAHA
RLKDAGWWP
RLDQSGPTV
VWPNARVTV
RVTVETTPG
TLPHEMAHA
GLVELGVGP
TTSPFG\P

VMVBEDVERR
LTELPAGSP
HVQGDI DL

ELTEKGRAL
EVHAEACRW
VEHVMSEDV
RLKDAGWP
EVHAEACRW
VMBEDVERR
RVTVETTPG
RVTVETTPG
TVSQTVSRM
TVSQTVSRM
VTLPHEMAH
EVHAEACRW
VWPNARVTV
VWPNARVTV
VI GLPVEEV
TLPHEMAHA
VTLPHEMAH
EVHAEACRW
EVHAEACRW
VWPNARVTV
ELPAGSPVA
TTSPFG\P

PTVSQTVSR
RVTVETTPG
RLKDAGWP
EVHAEACRW
VWPNARVTV
LRARI AERL
VI GLPVEEV
TLPHEMAHA
PVAVWVRQL
TVSQTVSRM
ELPAGSPVA
GGVTI VI PG
VTLPHEMAH
ACRVEHVVG
GLPWEEVHA
RVTVETTPG
GVTI VI PGH
ACRVEHVVS
HVQGDI DL

GVTI VI PGH
LVELGVGPE
TVSQTVSRM
RHLELTEKG
Pl PGLVELG
ACRWEHVNG
AGDRHLELT
ACRVEHVVS
AGDRHLELT
TTPGGGVTI

Pl PGLVELG
HVQGDI DL

HVQGDI DL

TI YDLEEEG
DLEEEGVTP
Pl PGLVELG
ACRWEHVNG

OO0 0000000000000000000000000000000000000000000000000000000000000000000000000
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2241
2231
2215
2198
2184
2184

4395.
4424,
4474,
4553.
4635.
4704.
4708.
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DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501
DRB1_1501

Allele:

DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101

DRB1_1501.

TVETTPGGGVTI VI P
TI YDLEEEGVTPLRA
EPGADDANLVRLTEL
VTVETTPGGGVTI VI

VEL GVGPEPGADDAN
EL GVGPEPGADDANL
L GVGPEPGADDANLV
GPEPGADDANLVRLT
VGPEPGADDANL VRL
GVGPEPGADDANLVR
PEPGADDANLVRLTE

NPTTSPFGNPI PGLV
PTTSPFGNPI PGLVE
TTSPFGN\PI PGLVEL
LTEHVQGDI DLI TRL
TSPFGN\PI PGLVELG
RQLTEHVQGDI DLI T
TEHVQGDI DLI TRLK
QLTEHVQGDI DLI TR
SPFGN\PI PGLVELGV
MNELVDTTEMYLRT

EHVQGDI DLI TRLKD
PFGNPI PGLVELGVG
MYLRT| YDLEEEGVT
NELVDTTEMYLRTI Y
HVQGDI DLI TRLKDA
FGNPI PGLVELGVGP
HRLAERLLVDVI GLP
ELVDTTEMYLRTI YD
LVDTTEMYLRTI YDL
VDTTEMYLRTI YDLE
SQTVSRVERDGLLRV
DTTEMYLRTI YDLEE
QTVSRVERDGLLRVA
RLAERLLVDVI GLPW
YLRTI YDLEEEGVTP
VRQLTEHVQGDI DLI

TVSRVERDGLLRVAG
TTEMYLRTI YDLEEE
LRTI YDLEEEGVTPL
TEMYLRTI YDLEEEG
VSRVERDGL LRVAGD
VQGDI DLI TRLKDAG
LAERLLVDVI GLPVE
VGPEPGADDANL VRL
GPEPGADDANLVRLT
EMYLRTI YDLEEEGV
PEPGADDANLVRLTE
L GVGPEPGADDANLV
EPGADDANL VRL TEL
PGADDANLVRLTELP
| AVMRKHRLAERLLV
GVGPEPGADDANL VR
SRVERDGLLRVAGDR
RTI YDLEEEGVTPLR
CRWEHVVBEDVERRL
MERDGLL RVAGDRHL
AERLLVDVI GLPVEE
RVERDGL L RVAGDRH
TI YDLEEEGVTPLRA
GHENVTL PHENAHAV
RWEHVMVSEDVERRLV
AVMRKHRLAERL LVD
ENVTL PHEMAHAVKY
KHRLAERLLVDVI GL
HAEACRWEHVVBEDV
VMVRKHRLAERLLVDV
HENVTL PHEMAHAVK
VEHVVBEDVERRL VK

TTPGGGVTI

DLEEEGVTP
ANLVRLTEL
TTPGGGVTI

ELGVGPEPG
ELGVGPEPG
LGVGPEPGA
DDANLVRLT
ADDANLVRL
GADDANLVR
DDANLVRLT

FG\PI PGLV
FGN\PI PGLV
FGN\PI PGLV
VQGDI DLI T
FG\PI PGLV
VQGDI DLI T
VQGDI DLI T
VQGDI DLI T
FGN\PI PGLV
ELVDTTEMY
VQGDI DLI T
FG\PI PGLV
YDLEEEGVT
ELVDTTEMY
VQGDI DLI T
FG\PI PGLV
LLVDVI GLP
ELVDTTEMY
MYLRTI YDL
MYLRTI YDL
MERDGLLRV
MYLRTI YDL
MERDGLLRV
LLVDVI GLP
YDLEEEGVT
HVQGDI DL

MERDGLLRV
MYLRTI YDL
YDLEEEGVT
MYLRTI YDL
MERDGLLRV
VQGDI DLI T
LLVDVI GLP
PGADDANLV
PGADDANLV
MYLRTI YDL
PGADDANLV
PGADDANLV
PGADDANLV
PGADDANLV
HRLAERLLV
PGADDANLV
MERDGLLRV
YDLEEEGVT
VSEDVERRL
MERDGLLRV
LLVDVI GLP
MERDGLLRV
YDLEEEGVT
LPHEMAHAV
VBEDVERRL
HRLAERLLV
LPHEMAHAV
HRLAERLLV
VEHVIVSEDV
HRLAERLLV
LPHEMAHAV
MSEDVERRL
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of peptides 216
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1/26/2010 3:18 PM



NetMHCII 2.0 Server - prediction results

34 of 50

DRB3_0101
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DRB3_0101
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DRB3_0101
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DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101

RLLVDVI GLPWEEVH
MRKHRLAERL L VDV

ERLLVDVI GLPVEEV
AEACRWEHVMBEDVE
| YDLEEEGVTPLRAR
NVTLPHEMAHAVKVE
EHVMSEDVERRL VKV
HVMSEDVERRL VKVL
EACRWEHVMSEDVER
RKHRLAERLLVDVI G
RDGL L RVAGDRHLEL
VMVBEDVERRLVKVLN
DGLLRVAGDRHLELT
LLVDVI GLPWEEVHA
ACRWEHVMSEDVERR
VTLPHEMAHAVKVEK
GLLRVAGDRHLELTE
YDLEEEGVTPLRAR

MSEDVERRLVKVLNN
TL PHEMAHAVKVEKV
TVSQTVSRVERDGLL
EVHAEACRWEHVVSE
VSQTVSRVERDGLLR
VHAEACRWEHVMSED
LLRVAGDRHLEL TEK
GDI DLI TRLKDAGW
QGDI DLI TRLKDAGV
LRVAGDRHLEL TEKG
| VI PGHENVTLPHEM
RRLVKVLNNPTTSPF
RVAGDRHLEL TEKGR
LPAGSPVAVWVRQLT
VI PGHENVTLPHENVA
VAGDRHLEL TEKGRA
GSPVAVWRQLTEHV
RLVKVLNNPTTSPFG
PNARVTVETTPGGGV
RLKDAGVWPNARVTV
SPVAVWRQLTEHVQ
AGSPVAVWVRQLTEH
ARl AERLDQSGPTVS
EEVHAEACRVEHVNG
KGRALAI AVNRKHRL
LVKVLNNPTTSPFGN
PAGSPVAVWRQLTE
RARI AERLDQSGPTV
LRARI AERLDQSGPT
LVDVI GLPWEEVHAE
DVI GLPWEEVHAEAC
PVAVWRQLTEHVQG
TEKGRALAI AVVRKH
GGVTI VI PGHENVTL
LKDAGVWPNARVTVE
Rl AERLDQSGPTVSQ
VEEVHAEACRVEHVM
GGGVTI VI PGHENVT
NARVTVETTPGGGVT
VAVWRQL TEHVQGD
VDVI GLPWEEVHAEA
GVTI VI PGHENVTLP
VI GLPWEEVHAEACR
KDAGVVPNARVTVET
ERDGLLRVAGDRHLE
GRALAI AVMRKHRLA
| PGHENVTL PHEMAH
VTI VI PGHENVTLPH
VKVLNNPTTSPFGNP
VWRQLTEHVQGDI DL
ALAI AVNRKHRLAER
DAGVWPNARVTVETT
VWRQLTEHVQGDI D
AVWVRQL TEHVQGDI

KVLNNPTTSPFG\P

TI VI PGHENVTLPHE
LPWEEVHAEACRWEH
| GLPWEEVHAEACRW
LAl AVMRKHRLAERL

LLVDVI GLP
HRLAERLLV
LLVDVI GLP
VEHVIVSEDV
YDLEEEGVT
LPHEMAHAV
MSEDVERRL
MSEDVERRL
VEHVVSEDV
HRLAERLLV
VAGDRHLEL
MSEDVERRL
VAGDRHLEL
LLVDVI GLP
CRWEHVNBE
LPHEMAHAV
VAGDRHLEL
YDLEEEGVT
MSEDVERRL
LPHEMAHAV
SRVERDGLL
CRWEHVNBE
SRVERDGLL
CRWEHVNBE
VAGDRHLEL
GDI DLI TRL
GDI DLI TRL
VAGDRHLEL
VI PGHENVT
LNNPTTSPF
VAGDRHLEL
VAVWRQLT
VI PGHENVT
VAGDRHLEL
VAVWRQLT
LNNPTTSPF
VETTPGGGV
VWPNARVTV
VAVWRQLT
VAVWRQLT
ERLDQSGPT
HAEACRVEH
LAl AVVRKH
LNNPTTSPF
VAVWRQLT
ERLDQSGPT
ERLDQSGPT
| GLPVEEVH
LPWEEVHAE
VAVWRQLT
LAl AVVRKH
VI PGHENVT
VWPNARVTV
ERLDQSGPT
EACRVEHVM
VI PGHENVT
VETTPGGGV
VAVWRQLT
LPWEEVHAE
VI PGHENVT
| GLPWEEVH
VWPNARVTV
L RVAGDRHL
LAl AVVRKH
ENVTLPHEM
VI PGHENVT
LNNPTTSPF
L TEHVQGDI
LAl AVMRKH
VWPNARVTV
LTEHVQGDI
LTEHVQGDI
LNNPTTSPF
VI PGHENVT
LPWEEVHAE
| GLPWEEVH
LAl AVMRKH
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http://www.cbs.dtu.dk/cgi-bi n/webface?] obi d=netmhcl1,4B5EBOFE013...

2249
2204
2203
2167
2156
2120
2097

4385.
4606.
4613.
4795.
4850.
5043.
5168.
5359.
5412.
5434.
5523.
5772.
5999.
6138.
6187.
6290.
6843.
6884.
7054.
7095.
7480.
7773.
7907.
8031.
8142.
8540.
8936.
10113.
11558.
11601.
12094.
12394.
12614.
12615.
12782.
13161.
13742.
13768.
13815.
13858.
13969.
14167.
14396.
14430.
14475.
14592.
14613.
14725.
14868.
14883.
14894.
15007.
15040.
15329.
15338.
15346.
15591.
15626.
15684.
15852.
15868.
15912.
15996.
16135.
16219.
16226.
16321.
16481.
16508.
16621.
16702.
16798.
16812.
16904.
16946.
16955.
16990.
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DRB3_0101
DRB3_0101
DRB3_0101
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VWPNARVTVETTPGG
EKGRALAI AVMRKHR
RALAI AVMRKHRLAE
AGVVPNARVTVETTP
VLNNPTTSPFGNPI P
DI DLI TRLKDAGVVP
PWEEVHAEACRVEHV
RVTVETTPGGGVTI V
ARVTVETTPGGGVTI
HLEL TEKGRALAI AV
VTVETTPGGGVTI VI
| DLI TRLKDAGWWPN
AERLDQSGPTVSQTV
DLI TRLKDAGVVPNA
LNNPTTSPFGN\PI PG
LEL TEKGRALAI AVM
PGHENVTL PHEMAHA
| AERLDQSGPTVSQT
GVWPNARVTVETTPG
GLPWEEVHAEACRVE
LI TRLKDAGVWPNAR
VRLTELPAGSPVAW
GADDANLVRLTELPA
DDANLVRL TELPAGS
| TRLKDAGVVPNARV
ADDANLVRLTELPAG
TVETTPGGGVTI VI P
ERLDQSGPTVSQTVS
ELTEKGRALAI AVMR
Al AVMRKHRLAERL L
LVRLTELPAGSPVAV
VETTPGGGVTI VI PG
EDVERRLVKVLNNPT
DVERRLVKVLNNPTT
VERRLVKVLNNPTTS
ERRLVKVLNNPTTSP
TRLKDAGVVPNARVT
ANLVRLTELPAGSPV
RLTELPAGSPVAVW
LTEKGRALAI AVVRK
DANLVRLTELPAGSP
DRHL EL TEKGRALAI
GLVEL GVGPEPGADD
LTELPAGSPVAVWVR
PGGGVTI VI PGHENV
RHLELTEKGRALAI A
NLVRLTEL PAGSPVA
| PGLVEL GVGPEPGA
ELPAGSPVAVWVRQL
TPGGGVTI VI PGHEN
VPNARVTVETTPGGG
VTPLRARI AERLDQS
LVEL GVGPEPGADDA
TEL PAGSPVAVWRQ
LDQSGPTVSQTVSRM
TPLRARI AERLDQSG
RLDQSGPTVSQTVSR
PGLVEL GVGPEPGAD
PLRARI AERLDQSGP
SEDVERRLVKVLNNP
VEL GVGPEPGADDAN
AGDRHL EL TEKGRAL
EL GVGPEPGADDANL
DQSGPTVSQTVSRVE
QSGPTVSQTVSRVER
GDRHLEL TEKGRALA
PTVSQTVSRVERDGL
SGPTVSQTVSRVERD
DLEEEGVTPLRARI A
EEGVTPLRARI AERL
EGVTPLRARI AERLD
LEEEGVTPLRARI AE
GVTPLRARI AERLDQ
NPI PGLVEL GVGPEP
GPTVSQTVSRVERDG
ETTPGGGVTI VI PGH
TTPGGGVTI VI PGHE

VWPNARVTV
LAl AVMRKH
LAl AVMRKH
VWPNARVTV
LNNPTTSPF
TRLKDAGW
VHAEACRVE
VETTPGGGV
VETTPGGGV
KGRALAI AV
VETTPGGGV
TRLKDAGW
ERLDQSGPT
TRLKDAGW
LNNPTTSPF
KGRALAI AV
ENVTLPHEM
ERLDQSGPT
VWPNARVTV
VHAEACRVE
TRLKDAGW
LPAGSPVAV
GADDANLVR
VRLTELPAG
TRLKDAGW
VRLTELPAG
VETTPGGGV
ERLDQSGPT
KGRALAI AV
I AVVRKHRL
LPAGSPVAV
VETTPGGGV
LVKVLNNPT
LVKVLNNPT
LVKVLNNPT
LVKVLNNPT
TRLKDAGW
VRLTELPAG
PAGSPVAW
KGRALAI AV
VRLTELPAG
TEKGRALAI
LGVGPEPGA
PAGSPVAW
TI VI PGHEN
TEKGRALAI
VRLTELPAG
LGVGPEPGA
PAGSPVAW
TI VI PGHEN
VTVETTPGG
RI AERLDQS
LGVGPEPGA
LPAGSPVAV
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DRB4_0101 16 DLEEEGVTPLRARI A VTPLRARI A 0.2789 2446. 3 50. 00 Rv2711, TB
DRB4_0101 127 FGNPI PGALVELGVGP | PGLVELGY 0.2788 2447.8 50. 00 Rv2711, TB
DRB4_0101 206 1VI PGHENVTLPHEM | VI PGHENV 0.2742 2572.9 50. 00 Rv2711, TB
DRB4_0101 28 RI AERLDQSGPTVSQ | AERLDQSG 0. 2740 2579. 6 50. 00 Rv2711, TB
DRB4_0101 58 DRHLELTEKGRALAI RHLELTEKG 0.2724 2625. 4 50. 00 Rv2711, TB
DRB4_0101 105 HVMSEDVERRLVKVL VERRLVKVL 0.2711 2661. 1 50. 00 Rv2711, TB
DRB4_0101 186 AGVVPNARVTVETTP AGVVPNARV 0.2688 2727.1 50. 00 Rv2711, TB
DRB4_0101 207 VI PGHENVTLPHEVA NVTLPHEMVA 0. 2662 2806. 7 50. 00 Rv2711, TB
DRB4_0101 125 SPFGNPI PGLVELGY | PGLVELGY 0. 2625 2922.1 50. 00 Rv2711, TB
DRB4_0101 10 YLRTI YDLEEEGVTP LRTI YDLEE 0.2592 3027.9 50. 00 Rv2711, TB
DRB4_0101 35 QSGPTVSQTVSRMER  PTVSQTVSR 0. 2547 3178. 3 50. 00 Rv2711, TB
DRB4_0101 126 PFGNPI PGLVELGVG | PGLVELGY 0. 2539 3206.1 50. 00 Rv2711, TB
DRB4_0101 185 DAGVVPNARVTVETT AGVVPNARV 0. 2527 3248.9 50. 00 Rv2711, TB
DRB4_0101 59 RHLELTEKGRALAI A RHLELTEKG 0. 2507 3319. 2 50. 00 Rv2711, TB
DRB4_0101 197 ETTPGGGVTI VI PGH GVTI VI PGH 0. 2469 3456. 9 50. 00 Rv2711, TB
DRB4_0101 205 TI VI PGHENVTLPHE | VI PGHENV 0. 2395 3745. 3 50. 00 Rv2711, TB
DRB4_0101 184 KDAGVVPNARVTVET AGVVPNARV 0. 2377 3819.3 50. 00 Rv2711, TB
DRB4_0101 29 | AERLDQSCGPTVSQT | AERLDQSG 0.2361 3885. 5 50. 00 Rv2711, TB
DRB4_0101 11 LRTI YDLEEEGVTPL LRTI YDLEE 0. 2346 3949.0 50. 00 Rv2711, TB
DRB4_0101 60 HLELTEKGRALAI AV EKGRALAI A 0. 2317 4076. 0 50. 00 Rv2711, TB
DRB4_0101 104 EHVMSEDVERRLVKV EHVMSEDVE 0. 2317 4077. 4 50. 00 Rv2711, TB
DRB4_0101 116 VKVLNNPTTSPFGNP VKVLNNPTT 0. 2315 4083. 8 50. 00 Rv2711, TB
DRB4_0101 179 LI TRLKDAGYWPNAR LI TRLKDAG 0. 2306 4122.7 50. 00 Rv2711, TB
DRB4_0101 132 PG.VELGVGPEPGAD VELGVGPEP 0.2270 4288. 9 50. 00 Rv2711, TB
DRB4_0101 90 GLPWEEVHAEACRWE GLPWEEVHA 0. 2247 4397.1 50. 00 Rv2711, TB
DRB4_0101 183 LKDAGVVPNARVTVE AGVVPNARV 0.2203 4611. 2 50. 00 Rv2711, TB
DRB4_0101 181 TRLKDAGVVPNARVT AGVVPNARV 0.2191 4672. 6 50. 00 Rv2711, TB
DRB4_0101 180 | TRLKDAGVWPNARV | TRLKDAGY 0. 2185 4702. 0 50. 00 Rv2711, TB
DRB4_0101 34 DQSGPTVSQIVSRME  VSQTVSRVE 0.2176 4747.9 50. 00 Rv2711, TB
DRB4_0101 133 GLVELGYGPEPGADD VELGVGPEP 0.2175 4754. 4 50. 00 Rv2711, TB
DRB4_0101 135 VELGVGPEPGADDAN VELGVGPEP 0. 2160 4831.1 50. 00 Rv2711, TB
DRB4_0101 182 RLKDAGVWWPNARVTV AGVVPNARV 0.2146 4902. 5 50. 00 Rv2711, TB
DRB4_0101 190 PNARVTVETTPGGGY ARVTVETTP 0.2145 4910. 3 50. 00 Rv2711, TB
DRB4_0101 150 LVRLTELPAGSPVAV LVRLTELPA 0.2125 5014.5 50. 00 Rv2711, TB
DRB4_0101 94 EEVHAEACRWEHVMS ACRVEHVMS 0. 2078 5277.9 50. 00 Rv2711, TB
DRB4_0101 189 VPNARVTVETTPGGG ARVTVETTP 0. 2077 5286.0 50. 00 Rv2711, TB
DRB4_0101 134 LVELGVGPEPGADDA VELGVGPEP 0.2009 5686. 9 50. 00 Rv2711, TB
DRB4_0101 187 GVVPNARVTVETTPG ARVTVETTP 0.2002 5729.6 50. 00 Rv2711, TB
DRB4_0101 33 LDQSGPTVSQIVSRM GPTVSQTVS 0.1993 5790.0 50. 00 Rv2711, TB
DRB4_0101 15 YDLEEEGVTPLRARI EEGVTPLRA 0.1978 5881.9 50. 00 Rv2711, TB
DRB4_0101 93 WEEVHAEACRVWEHVM HAEACRWEH 0.1941 6120. 8 50. 00 Rv2711, TB
DRB4_0101 191 NARVTVETTPGGGVT ARVTVETTP 0.1939 6133.1 50. 00 Rv2711, TB
DRB4_0101 188 VVPNARVTVETTPGG ARVTVETTP 0.1930 6192. 3 50. 00 Rv2711, TB
DRB4_0101 124 TSPFGNPI PGLVELG SPFGNPI PG 0.1896 6427.5 50. 00 Rv2711, TB
DRB4_0101 31 ERLDQSGPTVSQTVS ERLDQSGPT 0.1889 6473.7 50. 00 Rv2711, TB
DRB4_0101 136 ELGVGPEPGADDANL LGVGPEPGA 0.1844 6797.0 50. 00 Rv2711, TB
DRB4_0101 92 PWEEVHAEACRVWEHV HAEACRWEH 0.1820 6975.9 50. 00 Rv2711, TB
DRB4_0101 32 RLDQSGPTVSQTVSR GPTVSQIVS 0.1819 6988. 0 50. 00 Rv2711, TB
DRB4_0101 30 AERLDQSGPTVSQTV ERLDQSGPT 0. 1805 7092. 5 50. 00 Rv2711, TB
DRB4_0101 91 LPWEEVHAEACRWEH HAEACRWEH 0.1782 7271.5 50. 00 Rv2711, TB
DRB4_0101 192 ARVTVETTPGGGVTI  ARVTVETTP 0.1730 7691. 9 50. 00 Rv2711, TB
DRB4_0101 196 VETTPGGGVTI VI PG GGVTI VI PG 0.1706 7890. 4 50. 00 Rv2711, TB
DRB4_0101 12 RTI YDLEEEGVTPLR RTI YDLEEE 0.1688 8052. 7 50. 00 Rv2711, TB
DRB4_0101 13 Tl YDLEEEGVTPLRA EEGVTPLRA 0.1643 8452. 3 50. 00 Rv2711, TB
DRB4_0101 151 VRLTELPAGSPVAWY VRLTELPAG 0.1594 8916.0 50. 00 Rv2711, TB
DRB4_0101 154 TELPAGSPVAVWRQ SPVAVWRQ 0.1568 9165. 5 50. 00 Rv2711, TB
DRB4_0101 141 PEPGADDANLVRLTE ADDANLVRL 0. 1495 9922. 7 50. 00 Rv2711, TB
DRB4_0101 152 RLTELPAGSPVAVW RLTELPAGS 0. 1480 10076. 5 50. 00 Rv2711, TB
DRB4_0101 14 | YDLEEEGVTPLRAR EEGVTPLRA 0.1476 10121.5 50. 00 Rv2711, TB
DRB4_0101 123 TTSPFGNPI PGLVEL SPFGNPI PG 0.1434 10598. 5 50. 00 Rv2711, TB
DRB4_0101 140 GPEPGADDANLVRLT ADDANLVRL 0.1381 11221.8 50. 00 Rv2711, TB
DRB4_0101 153 LTELPAGSPVAVWWR ELPAGSPVA 0.1372 11332.1 50. 00 Rv2711, TB
DRB4_0101 137 LGVGPEPGADDANLV LGVGPEPGA 0.1279 12537.1 50. 00 Rv2711, TB
DRB4_0101 122 PTTSPFGNPI PGLVE SPFGNPI PG 0.1234 13162.1 50. 00 Rv2711, TB
DRB4_0101 117 KVLNNPTTSPFGNPI  KVLNNPTTS 0.1218 13392. 3 50. 00 Rv2711, TB
DRB4_0101 193 RVIVETTPGGGVTIV RVTVETTPG 0.1136 14634.0 50. 00 Rv2711, TB
DRB4_0101 195 TVETTPGGGVTIVIP GGGVTI VI P 0.1105 15124.7 50. 00 Rv2711, TB
DRB4_0101 121 NPTTSPFGNPI PGLV SPFGNPI PG 0.1094 15300. 0 50. 00 Rv2711, TB
DRB4_0101 119 LNNPTTSPFGNPI PG LNNPTTSPF 0.0984 17246.1 50. 00 Rv2711, TB
DRB4_0101 120 NNPTTSPFGNPI PGL SPFGNPI PG 0. 0926 18365.0 50. 00 Rv2711, TB
DRB4_0101 118 VLNNPTTSPFGNPIP LNNPTTSPF 0.0911 18663. 5 50. 00 Rv2711, TB
DRB4_0101 194 VIVETTPGGGVTI VI  VTVETTPGG 0. 0880 19294.7 50. 00 Rv2711, TB
DRB4_0101 139 VGPEPGADDANLVRL ADDANLVRL 0. 0862 19677.9 50. 00 Rv2711, TB
DRB4_0101 138 GVGPEPGADDANLVR GPEPGADDA 0. 0647 24837. 4 50. 00 Rv2711, TB

Al lele: DRB4_0101. Nunmber of high binders 5. Nunber of weak binders 48. Nunber of peptides 216
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DRB5_0101 121 NPTTSPFGNPI PGLV FGNPI PGLV 0. 2244 4409. 8 50. 00 Rv2711, TB
DRB5_0101 82 ERLLVDVI GLPVEEV RLLVDVI GL 0.2234 4456. 6 50. 00 Rv2711, TB
DRB5_0101 54 RVAGDRHLELTEKGR RHLELTEKG 0.2232 4469. 4 50. 00 Rv2711, TB
DRB5_0101 40 VSQTVSRMERDGLLR RMERDGLLR 0. 2220 4524.5 50. 00 Rv2711, TB
DRB5_0101 118 VLNNPTTSPFGNPI P LNNPTTSPF 0.2213 4562. 5 50. 00 Rv2711, TB
DRB5_0101 145 ADDANLVRLTELPAG LVRLTELPA 0.2176 4747.5 50. 00 Rv2711, TB
DRB5_0101 199 TPGGGVTI VI PGHEN VTI VI PGHE 0.2173 4762. 4 50. 00 Rv2711, TB
DRB5_0101 207 VI PGHENVTLPHEMA ENVTLPHEM 0. 2148 4895.7 50. 00 Rv2711, TB
DRB5_0101 172 HVQGDI DLI TRLKDA DI DLI TRLK 0. 2146 4904. 6 50. 00 Rv2711, TB
DRB5_0101 32 RLDQSGPTVSQTVSR PTVSQTVSR 0.2125 5017. 3 50. 00 Rv2711, TB
DRB5_0101 83 RLLVDVI GLPWEEVH RLLVDVI GL 0.2119 5049. 4 50. 00 Rv2711, TB
DRB5_0101 96 VHAEACRWEHVMSED CRWEHVMSE 0.2114 5078. 8 50. 00 Rv2711, TB
DRB5_0101 192 ARVTVETTPGGGVTI  RVTVETTPG 0.2113 5083. 2 50. 00 Rv2711, TB
DRB5_0101 191 NARVTVETTPGGGVT RVTVETTPG 0.2102 5143.5 50. 00 Rv2711, TB
DRB5_0101 154 TELPAGSPVAVWRQ GSPVAVWR 0.2091 5204.4 50. 00 Rv2711, TB
DRB5_0101 187 GVWPNARVTVETTPG GVVPNARVT 0. 2043 5482. 2 50. 00 Rv2711, TB
DRB5_0101 190 PNARVTVETTPGGGY RVTVETTPG 0. 2029 5564. 3 50. 00 Rv2711, TB
DRB5_0101 193 RVIVETTPGEGVTIV RVTVETTPG 0. 1964 5969. 9 50. 00 Rv2711, TB
DRB5_0101 189 VPNARVTVETTPGGG RVTVETTPG 0.1939 6137.1 50. 00 Rv2711, TB
DRB5_0101 188 WWPNARVTVETTPGG RVTVETTPG 0.1892 6455. 8 50. 00 Rv2711, TB
DRB5_0101 153 LTELPAGSPVAWVR GSPVAVWWR 0.1873 6588. 4 50. 00 Rv2711, TB
DRB5_0101 144 GADDANLVRLTELPA LVRLTELPA 0.1852 6743. 1 50. 00 Rv2711, TB
DRB5_0101 206 | VI PGHENVTLPHEM ENVTLPHEM 0. 1840 6828. 7 50. 00 Rv2711, TB
DRB5_0101 171 EHVQGDI DLI TRLKD DI DLI TRLK 0.1803 7107. 4 50. 00 Rv2711, TB
DRB5_0101 119 LNNPTTSPFGNPI PG LNNPTTSPF 0.1797 7156. 8 50. 00 Rv2711, TB
DRB5_0101 13 Tl YDLEEEGVTPLRA EEGVTPLRA 0.1784 7256. 9 50. 00 Rv2711, TB
DRB5_0101 198 TTPGGGVTI VI PGHE VTI VI PGHE 0.1749 7533. 8 50. 00 Rv2711, TB
DRB5_0101 128 GNPIPGLVELGVGPE GLVELGVGP 0.1671 8201.5 50. 00 Rv2711, TB
DRB5_0101 84 LLVDVI GLPWEEVHA DVI GLPVEE 0.1668 8228. 4 50. 00 Rv2711, TB
DRB5_0101 205 TIVIPGHENVTLPHE TI VI PGHEN 0.1623 8634.9 50. 00 Rv2711, TB
DRB5_0101 129 NPI PGLVELGYVGPEP G.VELGVGP 0. 1563 9216.0 50. 00 Rv2711, TB
DRB5_0101 85 LVDVI GLPVEEVHAE LVDVI GLPW 0. 1530 9552. 6 50. 00 Rv2711, TB
DRB5_0101 170 TEHVQGDI DLI TRLK DI DLI TRLK 0.1514 9712. 4 50. 00 Rv2711, TB
DRB5_0101 87 DVI GLPVEEVHAEAC LPWEEVHAE 0. 1506 9800. 9 50. 00 Rv2711, TB
DRB5_0101 86 VDVI GLPWEEVHAEA LPWEEVHAE 0. 1484 10036. 2 50. 00 Rv2711, TB
DRB5_0101 11 LRTI YDLEEEGVTPL LRTI YDLEE 0. 1481 10071.1 50. 00 Rv2711, TB
DRB5_0101 120 NNPTTSPFGNPI PGL TTSPFGNPI 0.1468 10209.5 50. 00 Rv2711, TB
DRB5_0101 133 GLVELGYGPEPGADD GLVELGVGP 0. 1435 10582. 4 50. 00 Rv2711, TB
DRB5_0101 143 PGADDANLVRLTELP ADDANLVRL 0. 1401 10982. 8 50. 00 Rv2711, TB
DRB5_0101 132 PG.VELGVGPEPGAD GLVELGVGP 0.1368 11381.0 50. 00 Rv2711, TB
DRB5_0101 88 VI GLPVEEVHAEACR LPWEEVHAE 0.1331 11839.5 50. 00 Rv2711, TB
DRB5_0101 130 PIPG.VELGYGPEPG G.VELGVGP 0.1310 12114.4 50. 00 Rv2711, TB
DRB5_0101 131 |PGLVELGVGPEPGA GLVELGVGP 0.1308 12149.3 50. 00 Rv2711, TB
DRB5_0101 142 EPGADDANLVRLTEL ADDANLVRL 0. 1249 12940.9 50. 00 Rv2711, TB
DRB5_0101 136 ELGVGPEPGADDANL GVGPEPGAD 0.1233 13176. 2 50. 00 Rv2711, TB
DRB5_0101 27 ARl AERLDQSGPTVS ARl AERLDQ 0.1198 13685. 6 50. 00 Rv2711, TB
DRB5_0101 135 VELGVGPEPGADDAN GVGPEPGAD 0.1195 13729.5 50. 00 Rv2711, TB
DRB5_0101 26 RARI AERLDQSGPTV ARl AERLDQ 0.1178 13973. 3 50. 00 Rv2711, TB
DRB5_0101 137 LGVGPEPGADDANLV GVGPEPGAD 0.1178 13984. 8 50. 00 Rv2711, TB
DRB5_0101 12 RTI YDLEEEGVTPLR YDLEEEGVT 0.1152 14372. 6 50. 00 Rv2711, TB
DRB5_0101 166 VRQLTEHVQGDI DLI  VRQLTEHVQ 0.1152 14377. 3 50. 00 Rv2711, TB
DRB5_0101 28 RI AERLDQSGPTVSQ RLDQSGPTV 0. 1147 14453.7 50. 00 Rv2711, TB
DRB5_0101 29 | AERLDQSGPTVSQI RLDQSGPTV 0.1101 15192.1 50. 00 Rv2711, TB
DRB5_0101 31 ERLDQSGPTVSQIVS RLDQSGPTV 0.1093 15326. 5 50. 00 Rv2711, TB
DRB5_0101 138 GVGPEPGADDANLVR GVGPEPGAD 0.1091 15361.7 50. 00 Rv2711, TB
DRB5_0101 134 LVELGVGPEPGADDA GVGPEPGAD 0.1075 15627.1 50. 00 Rv2711, TB
DRB5_0101 30 AERLDQSGPTVSQTV RLDQSGPTV 0. 1045 16145.1 50. 00 Rv2711, TB
DRB5_0101 194 VTVETTPGGGVTI VI  VTVETTPGG 0. 0996 17018. 8 50. 00 Rv2711, TB
DRB5_0101 141 PEPGADDANLVRLTE ADDANLVRL 0. 0982 17271.5 50. 00 Rv2711, TB
DRB5_0101 169 LTEHVQGDI DLITRL GDIDLI TRL 0. 0879 19325. 2 50. 00 Rv2711, TB
DRB5_0101 140 GPEPGADDANLVRLT ADDANLVRL 0. 0823 20528.5 50. 00 Rv2711, TB
DRB5_0101 167 RQLTEHVQGDIDLIT RQLTEHVQG 0.0797 21109.9 50. 00 Rv2711, TB
DRB5_0101 139 VGPEPGADDANLVRL ADDANLVRL 0.0763 21897. 4 50. 00 Rv2711, TB
DRB5_0101 197 ETTPGGGVTI VI PGH GVTI VI PGH 0.0731 22663. 9 50. 00 Rv2711, TB
DRB5_0101 195 TVETTPGGGVTIVIP TVETTPGGEG 0. 0604 26010. 4 50. 00 Rv2711, TB
DRB5_0101 168 QLTEHVQGDI DLI TR EHVQGDI DL 0. 0581 26665. 8 50. 00 Rv2711, TB
DRB5_0101 196 VETTPGGGVTI VI PG GGVTI VI PG 0. 0556 27409.1 50. 00 Rv2711, TB

Al l el e DRB5_0101. Nunber of high binders 12. Nunber of weak binders 38. Nunber of peptides 216

Allele pos pepti de core 1-1og50k(aff) affinity(nM Bind Level %Random Identity
IAb 153 LTELPAGSPVAVWWR LPAGSPVAV 0. 6090 68. 8 \B 2.00 Rv2711, TB
I Ab 154 TELPAGSPVAVWRQ LPAGSPVAV 0. 6033 73.1 B 2.00 Rv2711, TB
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IAb 152 RLTELPAGSPVAVW ELPAGSPVA 0. 5885 85.8 \B 2.00 Rv2711, TB
IAb 155 ELPAGSPVAVWRQL LPAGSPVAV 0. 5865 87.7 \B 2.00 Rv2711, TB
IAb 116 VKVLNNPTTSPFGNP KVLNNPTTS 0.5720 102.5 \B 4.00 Rv2711, TB
IAb 115 LVKVLNNPTTSPFGN KVLNNPTTS 0.5682 107.0 VB 4.00 Rv2711, TB
IAb 114 RLVKVLNNPTTSPFG KVLNNPTTS 0.5573 120.3 \B 4.00 Rv2711, TB
IAb 124 TSPFGNPI PGLVELG SPFGNPI PG 0.5492 131.3 \B 4.00 Rv2711, TB
IAb 123 TTSPFGNPI PGLVEL SPFGNPI PG 0.5488 131.9 B 4.00 Rv2711, TB
IAb 122 PTTSPFGNPI PGLVE SPFGNPI PG 0. 5355 152.3 \B 4.00 Rv2711, TB
IAb 151 VRLTELPAGSPVAW ELPAGSPVA 0.5311 159.6 \B 4.00 Rv2711, TB
IAb 113 RRLVKVLNNPTTSPF KVLNNPTTS 0.5277 165.7 \B 4.00 Rv2711, TB
IAb 121 NPTTSPFGNPI PGLV SPFGNPI PG 0.5084 204. 2 \B 8. 00 Rv2711, TB
IAb 117 KVLNNPTTSPFGNPI  KVLNNPTTS 0.4871 257.0 VB 8.00 Rv2711, TB
IAb 150 LVRLTELPAGSPVAV LPAGSPVAV 0.4786 282.0 \B 8. 00 Rv2711, TB
IAb 112 ERRLVKVLNNPTTSP KVLNNPTTS 0.4563 358. 6 \B 8. 00 Rv2711, TB
IAb 156 LPAGSPVAVWRQLT LPAGSPVAV 0.4321 466. 0 VB 16. 00 Rv2711, TB
I Ab 31 ERLDQSGPTVSQIVS LDQSGPTVS 0. 4176 545. 2 16. 00 Rv2711, TB
IAb 120 NNPTTSPFGNPI PGL SPFGNPI PG 0. 4175 545. 8 16. 00 Rv2711, TB
I Ab 30 AERLDQSGPTVSQIV LDQSGPTVS 0. 4157 556. 8 16. 00 Rv2711, TB
IAb 125 SPFGNPI PGLVELGY SPFGNPI PG 0. 4104 589. 8 16. 00 Rv2711, TB
I Ab 32 RLDQSGPTVSQIVSR LDQSGPTVS 0. 4052 623.7 16. 00 Rv2711, TB
IAb 119 LNNPTTSPFGNPI PG SPFGNPI PG 0.4043 629.9 16. 00 Rv2711, TB
IAb 111 VERRLVKVLNNPTTS KVLNNPTTS 0.3912 725.6 16. 00 Rv2711, TB
I Ab 33 LDQSGPTVSQIVSRM LDQSGPTVS 0. 3875 754.9 16. 00 Rv2711, TB
IAb 118 VLNNPTTSPFGNPI P NPTTSPFGN 0. 3870 759. 8 16. 00 Rv2711, TB
I Ab 29 | AERLDQSGPTVSQT LDQSGPTVS 0. 3612 1004. 4 16. 00 Rv2711, TB
IAb 149 NLVRLTELPAGSPVA ELPAGSPVA 0. 3452 1193.5 32.00 Rv2711, TB
I Ab 19 EEGVTPLRARI AERL VTPLRARI A 0. 3337 1351.3 32.00 Rv2711, TB
I Ab 18 EEEGVTPLRARI AER VTPLRARI A 0. 3185 1594. 2 32.00 Rv2711, TB
I Ab 17 LEEEGVTPLRARI AE EEGVTPLRA 0.3173 1614. 4 32.00 Rv2711, TB
IAb 203 GVTI VI PGHENVTLP VTI VI PGHE 0. 3146 1662. 7 32.00 Rv2711, TB
I Ab 28 RI AERLDQSGPTVSQ LDQSGPTVS 0. 3142 1668. 7 32.00 Rv2711, TB
IAb 204 VTI VI PGHENVTLPH VTI VI PGHE 0.3078 1789. 3 32.00 Rv2711, TB
I Ab 16 DLEEEGVTPLRARI A EEGVTPLRA 0. 3026 1892. 8 32.00 Rv2711, TB
I Ab 20 EGVTPLRARI AERLD VTPLRARI A 0. 3001 1944.3 32.00 Rv2711, TB
IAb 215 TLPHEMAHAVKVEKV HEMAHAVKV 0. 2999 1948.1 32.00 Rv2711, TB
IAb 202 GGVTI VI PGHENVTL VTI VI PGHE 0.2994 1959. 8 32.00 Rv2711, TB
I Ab 22 VTPLRARI AERLDQS VTPLRARI A 0.2938 2081.0 32.00 Rv2711, TB
IAb 126 PFGNPI PGLVELGVG GNPl PGLVE 0.2916 2130.9 32.00 Rv2711, TB
I Ab 21 GVTPLRARI AERLDQ VTPLRARI A 0.2878 2222.3 32.00 Rv2711, TB
I Ab 64 TEKGRALAI AVMRKH GRALAI AVM 0. 2866 2249. 4 32.00 Rv2711, TB
I Ab 27 ARl AERLDQSGPTVS LDQSGPTVS 0.2818 2370. 2 32.00 Rv2711, TB
IAb 201 GGGVTI VI PGHENVT VTI VI PGHE 0. 2765 2509. 3 32.00 Rv2711, TB
I Ab 66 KGRALAI AVYMRKHRL GRALAI AVYM 0. 2753 2542. 4 32.00 Rv2711, TB
IAb 182 RLKDAGVWWPNARVTV LKDAGVVPN 0.2738 2585.0 32.00 Rv2711, TB
I Ab 65 EKGRALAI AVYMRKHR GRALAI AVM 0.2712 2659. 3 32.00 Rv2711, TB
I Ab 63 LTEKGRALAI AVMRK  GRALAI AVM 0.2709 2667. 2 32.00 Rv2711, TB
IAb 214 VTLPHEMAHAVKVEK HEMAHAVKV 0. 2705 2679.0 32.00 Rv2711, TB
IAb 213 NVTLPHEMAHAVKVE HEMAHAVKV 0. 2659 2814.6 32.00 Rv2711, TB
IAb 183 LKDAGWPNARVTVE LKDAGVVPN 0.2653 2834.6 32.00 Rv2711, TB
IAb 127 FGNPI PGLVELGVGP GNPl PGLVE 0. 2639 2876.5 32.00 Rv2711, TB
I Ab 67 GRALAI AVMRKHRLA RALAI AVMR 0.2622 2930. 3 32.00 Rv2711, TB
IAb 205 TIVIPGHENVTLPHE TI VI PGHEN 0. 2620 2936.7 32.00 Rv2711, TB
IAb 181 TRLKDAGVVPNARVT LKDAGVVPN 0.2620 2938.0 32.00 Rv2711, TB
IAb 212 ENVTLPHEMAHAVKV HEMAHAVKV 0. 2598 3007.7 32.00 Rv2711, TB
I Ab 62 ELTEKGRALAI AYMR GRALAI AVM 0. 2595 3016.5 32.00 Rv2711, TB
IAb 180 | TRLKDAGVVPNARV LKDAGVVPN 0.2433 3593. 7 50. 00 Rv2711, TB
IAb 134 LVELGVGPEPGADDA LVELGVGPE 0. 2385 3787.0 50. 00 Rv2711, TB
IAb 184 KDAGVWPNARVTVET DAGVWPNAR 0. 2379 3810.0 50. 00 Rv2711, TB
IAb 185 DAGVWPNARVTVETT GVVPNARVT 0.2292 4189. 8 50. 00 Rv2711, TB
I Ab 61 LELTEKGRALAI AVM GRALAI AVM 0.2285 4221.1 50. 00 Rv2711, TB
IAb 200 PGGGVTI VI PGHENV VTI VI PGHE 0. 2265 4312.1 50. 00 Rv2711, TB
IAb 133 GLVELGVGPEPGADD LVELGVGPE 0. 2253 4369. 0 50. 00 Rv2711, TB
IAb 148 ANLVRLTELPAGSPV RLTELPAGS 0. 2215 4552.1 50. 00 Rv2711, TB
IAb 210 GHENVTLPHEMAHAV GHENVTLPH 0.2198 4633. 5 50. 00 Rv2711, TB
IAb 207 VI PGHENVTLPHEMA VI PGHENVT 0.2176 4746. 4 50. 00 Rv2711, TB
I Ab 15 YDLEEEGVTPLRARI  EEGVTPLRA 0. 2154 4861. 5 50. 00 Rv2711, TB
IAb 179 LI TRLKDAGVYWWPNAR LKDAGVVPN 0.2150 4884.7 50. 00 Rv2711, TB
IAb 132 PG.VELGVGPEPGAD LVELGVGPE 0.2145 4909. 5 50. 00 Rv2711, TB
IAb 209 PGHENVTLPHEMAHA ENVTLPHEM 0. 2125 5015.7 50. 00 Rv2711, TB
IAb 199 TPGGGVTI VI PGHEN VTI VI PGHE 0. 2078 5278.7 50. 00 Rv2711, TB
IAb 135 VELGVGPEPGADDAN ELGVGPEPG 0. 2074 5299. 4 50. 00 Rv2711, TB
I Ab 34 DQSGPTVSQIVSRME  SGPTVSQIV 0.2054 5414.9 50. 00 Rv2711, TB
IAb 208 | PGHENVTLPHEMAH GHENVTLPH 0. 2050 5441.1 50. 00 Rv2711, TB
IAb 186 AGVWPNARVTVETTP GVVPNARVT 0. 2030 5561. 8 50. 00 Rv2711, TB
IAb 198 TTPGGGVTI VI PGHE VTI VI PGHE 0.2020 5618. 1 50. 00 Rv2711, TB
IAb 211 HENVTLPHEMAHAVK ENVTLPHEM 0.2016 5647. 1 50. 00 Rv2711, TB
IAb 187 GVWPNARVTVETTPG GVVPNARVT 0.1967 5954.5 50. 00 Rv2711, TB
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I Ab 35 QSGPTVSQIVSRMER SGPTVSQTV 0.1962 5984.7 50. 00 Rv2711, TB
I Ab 23 TPLRARI AERLDQSG TPLRARI AE 0.1961 5992. 8 50. 00 Rv2711, TB
IAb 206 | VIPGHENVTLPHEM VI PGHENVT 0.1958 6009. 5 50. 00 Rv2711, TB
| Ab 87 DVI GLPVWEEVHAEAC DVI GLPVEE 0.1955 6031. 8 50. 00 Rv2711, TB
I Ab 14 | YDLEEEGVTPLRAR EEGVTPLRA 0.1952 6052. 2 50. 00 Rv2711, TB
IAb 110 DVERRLVKVLNNPTT VKVLNNPTT 0.1922 6245. 9 50. 00 Rv2711, TB
I Ab 68 RALAI AVMRKHRLAE RALAI AVMR 0. 1886 6496. 0 50. 00 Rv2711, TB
I Ab 86 VDVI GLPWEEVHAEA DVI GLPVEE 0.1879 6546. 2 50. 00 Rv2711, TB
I Ab 90 GLPWEEVHAEACRWE LPWEEVHAE 0.1858 6700. 2 50. 00 Rv2711, TB
I Ab 88 VI GLPM\EEVHAEACR LPWEEVHAE 0.1835 6867. 3 50. 00 Rv2711, TB
I Ab 36 SGPTVSQIVSRMERD SGPTVSQIV 0.1824 6949. 3 50. 00 Rv2711, TB
IAb 136 ELGVGPEPGADDANL ELGVGPEPG 0.1813 7027. 8 50. 00 Rv2711, TB
IAb 147 DANLVRLTELPAGSP LVRLTELPA 0.1801 7122.5 50. 00 Rv2711, TB
IAb 131 | PGLVELGVGPEPGA LVELGVGPE 0.1788 7220. 4 50. 00 Rv2711, TB
I Ab 60 HLELTEKGRALAI AV KGRALAI AV 0.1787 7229.7 50. 00 Rv2711, TB
I Ab 89 | GLPWEEVHAEACRW LPWEEVHAE 0.1787 7233.0 50. 00 Rv2711, TB
I Ab 85 LVDVI GLPVWEEVHAE DVI GLPVEE 0.1764 7413. 6 50. 00 Rv2711, TB
IAb 157 PAGSPVAVWRQLTE PAGSPVAW 0.1730 7688. 7 50. 00 Rv2711, TB
IAb 128 GNPl PALVELGVGPE GNPl PGLVE 0.1706 7895.1 50. 00 Rv2711, TB
IAb 188 VVPNARVTVETTPGG VVPNARVTV 0.1680 8116.1 50. 00 Rv2711, TB
IAb 178 DLI TRLKDAGYWPNA LKDAGVVPN 0.1648 8402.1 50. 00 Rv2711, TB
IAb 197 ETTPGGGVTI VI PGH TTPGGGVTI 0.1602 8830. 4 50. 00 Rv2711, TB
I Ab 84 LLVDVI GLPVWEEVHA DVI GLPVEE 0.1598 8874. 6 50. 00 Rv2711, TB
I Ab 91 LPWEEVHAEACRVWEH LPWEEVHAE 0. 1587 8984.0 50. 00 Rv2711, TB
IAb 192 ARVIVETTPGGGVTI  TTPGGGVTI 0. 1561 9232. 3 50. 00 Rv2711, TB
IAb 189 VPNARVTVETTPGGG NARVTVETT 0. 1530 9552.1 50. 00 Rv2711, TB
I Ab 13 Tl YDLEEEGVTPLRA EEGVTPLRA 0.1513 9728.1 50. 00 Rv2711, TB
IAb 196 VETTPGGGVTI VI PG TTPGGGVTI 0.1472 10169.5 50. 00 Rv2711, TB
IAb 190 PNARVTVETTPGGGY NARVTVETT 0. 1459 10309. 9 50. 00 Rv2711, TB
IAb 193 RVTVETTPGGGVTIV TTPGGGVTI 0.1442 10503. 0 50. 00 Rv2711, TB
I Ab 37 GPTVSQIVSRMERDG TVSQTVSRM 0. 1420 10760. 1 50. 00 Rv2711, TB
IAb 146 DDANLVRLTELPAGS LVRLTELPA 0.1410 10877.7 50. 00 Rv2711, TB
IAb 130 PIPG.VELGVGPEPG LVELGVGPE 0.1389 11130. 2 50. 00 Rv2711, TB
IAb 195 TVETTPGGGVTIVIP TTPGGGVTI 0.1358 11507. 9 50. 00 Rv2711, TB
IAb 137 LGVGPEPGADDANLV GVGPEPGAD 0. 1346 11659.9 50. 00 Rv2711, TB
I Ab 59 RHLELTEKGRALAI A ELTEKGRAL 0. 1345 11666. 7 50. 00 Rv2711, TB
I Ab 26 RARI AERLDQSGPTV RLDQSGPTV 0.1334 11812. 4 50. 00 Rv2711, TB
IAb 191 NARVTVETTPGGGVT RVTVETTPG 0.1318 12017.1 50. 00 Rv2711, TB
IAb 194 VTVETTPGGGVTI VI TTPGGGVTI 0. 1307 12155.9 50. 00 Rv2711, TB
IAb 159 GSPVAVWRQLTEHV GSPVAVVWWR 0.1292 12351.7 50. 00 Rv2711, TB
I Ab 24 PLRARI AERLDQSGP LRARI AERL 0. 1286 12440.1 50. 00 Rv2711, TB
IAb 177 | DLI TRLKDAGVWPN LKDAGVVPN 0.1276 12564. 8 50. 00 Rv2711, TB
I Ab 25 LRARI AERLDQSGPT LRARI AERL 0.1274 12604. 4 50. 00 Rv2711, TB
IAb 158 AGSPVAVWVRQLTEH GSPVAVWVR 0.1241 13050. 3 50. 00 Rv2711, TB
I Ab 83 RLLVDVI GLPV\EEVH DVI GLPVEE 0.1228 13241.8 50. 00 Rv2711, TB
IAb 129 NPl PGLVELGVGPEP LVELGVGPE 0.1185 13873.7 50. 00 Rv2711, TB
IAb 160 SPVAVWRQLTEHVQ VWWRQLTEHV 0.1167 14149.7 50. 00 Rv2711, TB
I Ab 82 ERLLVDVI GLPVEEV DVI GLPVEE 0.1157 14293.1 50. 00 Rv2711, TB
I Ab 73  AVMRKHRLAERLLVD VMRKHRLAE 0.1153 14366. 9 50. 00 Rv2711, TB
I Ab 74  VNMRKHRLAERLLVDV VMRKHRLAE 0.1150 14408. 6 50. 00 Rv2711, TB
I Ab 58 DRHLELTEKGRALAI  ELTEKGRAL 0.1144 14494. 3 50. 00 Rv2711, TB
IAb 161 PVAVWWRQLTEHVQG VWWRQLTEHV 0.1126 14788. 8 50. 00 Rv2711, TB
I Ab 51 G.LRVAGDRHLELTE LRVAGDRHL 0.1118 14914.1 50. 00 Rv2711, TB
I Ab 38 PTVSQIVSRMERDGL TVSQTVSRM 0.1095 15284. 8 50. 00 Rv2711, TB
I Ab 50 DGLLRVAGDRHLELT LRVAGDRHL 0.1093 15331.3 50. 00 Rv2711, TB
I Ab 72 1 AVWNRKHRLAERLLY VMRKHRLAE 0.1088 15404.1 50. 00 Rv2711, TB
I Ab 92 PWEEVHAEACRVEHV WEEVHAEAC 0.1081 15526. 5 50. 00 Rv2711, TB
IAb 138 GVGPEPGADDANLVR GVGPEPGAD 0.1078 15581. 2 50. 00 Rv2711, TB
IAb 162 VAVWRQLTEHVQGD VWWRQLTEHV 0.1071 15684. 8 50. 00 Rv2711, TB
IAb 100 ACRWEHVMSEDVERR CRWEHVMSE 0.1069 15735.0 50. 00 Rv2711, TB
I Ab 93 WEEVHAEACRVWEHVM WEEVHAEAC 0. 1056 15956. 8 50. 00 Rv2711, TB
I Ab 52 LLRVAGDRHLELTEK LRVAGDRHL 0.1054 15979.0 50. 00 Rv2711, TB
I Ab 69 ALAI AVMRKHRLAER LAl AVMRKH 0. 1040 16231. 8 50. 00 Rv2711, TB
IAb 163 AVWRQLTEHVQGDI VWWRQLTEHV 0.1028 16435.9 50. 00 Rv2711, TB
IAb 101 CRWEHVMSEDVERRL CRWEHVMSE 0.1028 16441. 2 50. 00 Rv2711, TB
I Ab 49 RDGLLRVAGDRHLEL LRVAGDRHL 0.1006 16831. 3 50. 00 Rv2711, TB
I Ab 97 HAEACRWEHVMSEDV  CRWEHVMSE 0. 1006 16841. 7 50. 00 Rv2711, TB
IAb 145 ADDANLVRLTELPAG LVRLTELPA 0. 0999 16971. 9 50. 00 Rv2711, TB
I Ab 99 EACRWEHVMSEDVER CRWEHVMSE 0.0988 17172.1 50. 00 Rv2711, TB
I Ab 98 AEACRWEHVMSEDVE CRWEHVMSE 0.0982 17279.7 50. 00 Rv2711, TB
I Ab 53 LRVAGDRHLELTEKG LRVAGDRHL 0.0981 17299.0 50. 00 Rv2711, TB
I Ab 70 LAl AYMRKHRLAERL LAl AVMRKH 0. 0968 17545.5 50. 00 Rv2711, TB
I Ab 75 MRKHRLAERLLVDVI  KHRLAERLL 0. 0935 18172.5 50. 00 Rv2711, TB
IAb 164 VWRQLTEHVQGDI D VVWWRQLTEH 0.0921 18466. 2 50. 00 Rv2711, TB
I Ab 48 ERDGLLRVAGDRHLE LRVAGDRHL 0. 0902 18839. 6 50. 00 Rv2711, TB
I Ab 11 LRTI YDLEEEGVTPL LEEEGVTPL 0. 0889 19104. 4 50. 00 Rv2711, TB
IAb 109 EDVERRLVKVLNNPT RRLVKVLNN 0.0888 19131.9 50. 00 Rv2711, TB
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IAd 128 GNPl PALVELGVGPE PGLVELGVG 0. 0938 18114.0 50. 00 Rv2711, TB
I Ad 27 ARl AERLDQSGPTVS Rl AERLDQS 0. 0937 18137.3 50. 00 Rv2711, TB
I Ad 10 YLRTI YDLEEEGVTP LRTI YDLEE 0. 0933 18221.7 50. 00 Rv2711, TB
I Ad 8 EMYLRTI YDLEEEGY MYLRTI YDL 0.0931 18259.0 50. 00 Rv2711, TB
I Ad 88 VI GLPV\EEVHAEACR GLPWEEVHA 0. 0931 18264.5 50. 00 Rv2711, TB
IAd 141 PEPGADDANLVRLTE ADDANLVRL 0. 0925 18381.1 50. 00 Rv2711, TB
I Ad 83 RLLVDVI GLPWEEVH RLLVDVI GL 0. 0919 18494. 4 50. 00 Rv2711, TB
IAd 199 TPGGGVTI VI PGHEN GGVTI VI PG 0. 0915 18580. 5 50. 00 Rv2711, TB
I Ad 31 ERLDQSGPTVSQIVS LDQSGPTVS 0. 0902 18843. 4 50. 00 Rv2711, TB
IAd 140 GPEPGADDANLVRLT ADDANLVRL 0. 0902 18845.1 50. 00 Rv2711, TB
I Ad 87 DVI GLPVEEVHAEAC GLPWEEVHA 0. 0897 18942.0 50. 00 Rv2711, TB
IAd 139 VGPEPGADDANLVRL ADDANLVRL 0. 0895 18975. 6 50. 00 Rv2711, TB
IAd 132 PGLVELGVGPEPGAD PGLVELGVG 0. 0881 19276.5 50. 00 Rv2711, TB
I Ad 7 TEMYLRTI YDLEEEG MYLRTI YDL 0. 0880 19291.5 50. 00 Rv2711, TB
IAd 175 GDI DLI TRLKDAGW TRLKDAGW 0. 0867 19577. 3 50. 00 Rv2711, TB
I Ad 32 RLDQSGPTVSQIVSR PTVSQTVSR 0. 0857 19775.7 50. 00 Rv2711, TB
I Ad 0 MNELVDTTEMYLRTI  TTEMYLRTI 0. 0848 19979. 2 50. 00 Rv2711, TB
I Ad 26 RARI AERLDQSGPTV ARl AERLDQ 0. 0830 20379.1 50. 00 Rv2711, TB
IAd 176 DI DLI TRLKDAGVVP TRLKDAGW 0.0824 20490. 8 50. 00 Rv2711, TB
IAd 113 RRLVKVLNNPTTSPF RRLVKVLNN 0.0794 21183. 3 50. 00 Rv2711, TB
IAd 198 TTPGGGVTI VI PGHE GGVTI VI PG 0.0787 21345.5 50. 00 Rv2711, TB
I Ad 86 VDVI GLPVEEVHAEA VI GLPVEEEV 0.0777 21559.1 50. 00 Rv2711, TB
I Ad 84 LLVDVI GLPWEEVHA LVDVI GLPW 0.0777 21581.5 50. 00 Rv2711, TB
IAd 127 FG\PI PGLVELGVGP PGLVELGVG 0.0765 21854. 0 50. 00 Rv2711, TB
I Ad 2 ELVDTTEMYLRTI YD TTEMYLRTI 0.0751 22180. 6 50. 00 Rv2711, TB
IAd 204 VTI VI PGHENVTLPH GHENVTLPH 0.0731 22661. 4 50. 00 Rv2711, TB
IAd 126 PFGNPI PGLVELGVG PGLVELGVG 0. 0688 23742. 2 50. 00 Rv2711, TB
I Ad 1 NELVDTTEMYLRTIY TTEMYLRTI 0.0672 24159.7 50. 00 Rv2711, TB
IAd 192 ARVTVETTPGGGVTI  RVTVETTPG 0. 0628 25338. 2 50. 00 Rv2711, TB
IAd 197 ETTPGGGVTI VI PGH GGVTI VI PG 0. 0618 25613.0 50. 00 Rv2711, TB
IAd 203 GVTI VI PGHENVTLP GVTI VI PGH 0. 0566 27091.9 50. 00 Rv2711, TB
IAd 133 GLVELGVGPEPGADD LVELGVGPE 0. 0461 30373.1 50. 00 Rv2711, TB
IAd 114 RLVKVLNNPTTSPFG RLVKVLNNP 0. 0459 30429. 0 50. 00 Rv2711, TB
IAd 125 SPFGN\PI PGLVELGY | PGLVELGVY 0. 0437 31152.5 50. 00 Rv2711, TB
IAd 134 LVELGVGPEPGADDA LVELGVGPE 0.0423 31638. 0 50. 00 Rv2711, TB
IAd 115 LVKVLNNPTTSPFGN VKVLNNPTT 0. 0402 32374.8 50. 00 Rv2711, TB
IAd 193 RVTVETTPGGGVTIV RVTVETTPG 0. 0390 32782. 7 50. 00 Rv2711, TB
IAd 138 GVGPEPGADDANLVR PGADDANLV 0. 0349 34273. 8 50. 00 Rv2711, TB
IAd 196 VETTPGGGVTI VI PG GGVTI VI PG 0.0334 34838. 7 50. 00 Rv2711, TB
IAd 119 LNNPTTSPFGNPI PG LNNPTTSPF 0. 0332 34904. 7 50. 00 Rv2711, TB
IAd 137 LGVGPEPGADDANLV PGADDANLV 0. 0307 35879. 2 50. 00 Rv2711, TB
IAd 116 VKVLNNPTTSPFGNP VKVLNNPTT 0.0301 36096. 9 50. 00 Rv2711, TB
IAd 118 VLNNPTTSPFGNPI P LNNPTTSPF 0.0271 37276. 1 50. 00 Rv2711, TB
IAd 135 VELGVGPEPGADDAN ELGVGPEPG 0. 0269 37381.1 50. 00 Rv2711, TB
IAd 117 KVLNNPTTSPFGNPI  LNNPTTSPF 0. 0256 37911. 4 50. 00 Rv2711, TB
IAd 136 ELGVGPEPGADDANL ELGVGPEPG 0. 0254 37974. 7 50. 00 Rv2711, TB
IAd 120 NNPTTSPFGNPI PGL PTTSPFGNP 0.0128 43550. 9 50. 00 Rv2711, TB
IAd 121 NPTTSPFGNPI PGLV PTTSPFGNP 0.0115 44162.5 50. 00 Rv2711, TB
IAd 124 TSPFGNPI PGLVELG SPFGNPI PG 0.0106 44599. 0 50. 00 Rv2711, TB
IAd 123 TTSPFGNPI PGLVEL NPl PGLVEL 0. 0100 44883. 7 50. 00 Rv2711, TB
IAd 122 PTTSPFGNPI PGLVE SPFGNPI PG 0. 0095 45139. 9 50. 00 Rv2711, TB
IAd 195 TVETTPGGGVTIVIP GGGVTI VI P 0. 0093 45202. 4 50. 00 Rv2711, TB
IAd 194 VTVETTPGGGVTI VI  VTVETTPGG 0. 0092 45259. 7 50. 00 Rv2711, TB

Al lele: I Ad. Nunber of high binders 0. Number of weak binders 4. Number of peptides 216

Allele pos pepti de core 1-1o0g50k(aff) affinity(nM Bind Level %Random ldentity
IAs 198 TTPGGGVTI VI PGHE VTI VI PGHE 0. 2835 2327.8 4.00 Rv2711, TB
IAs 206 |VIPGHENVTLPHEM ENVTLPHEM 0. 2818 2369.4 4.00 Rv2711, TB
IAs 111 VERRLVKVLNNPTTS KVLNNPTTS 0.2791 2439. 7 4.00 Rv2711, TB
IAs 199 TPGGGVTI VI PGHEN VTI VI PGHE 0.2749 2553. 7 4.00 Rv2711, TB
IAs 112 ERRLVKVLNNPTTSP KVLNNPTTS 0.2733 2598. 4 4.00 Rv2711, TB
I As 62 ELTEKGRALAI AYMR RALAI AVMR 0. 2717 2644.0 4.00 Rv2711, TB
IAs 200 PGGGVTI VI PGHENV VTI VI PGHE 0. 2697 2702. 6 4.00 Rv2711, TB
IAs 201 GGGVTI VI PGHENVT VTI VI PGHE 0. 2686 2732.7 4.00 Rv2711, TB
IAs 113 RRLVKVLNNPTTSPF KVLNNPTTS 0. 2684 2740. 2 4.00 Rv2711, TB
IAs 207 VI PGHENVTLPHEMA ENVTLPHEM 0. 2671 2779.0 4.00 Rv2711, TB
I As 64 TEKGRALAI AVYMRKH RALAI AVMR 0.2637 2882. 3 8. 00 Rv2711, TB
IAs 114 RLVKVLNNPTTSPFG RLVKVLNNP 0.2634 2891.1 8. 00 Rv2711, TB
IAs 211 HENVTLPHEMAHAVK ENVTLPHEM 0. 2587 3044.9 8. 00 Rv2711, TB
I As 63 LTEKGRALAI AVMRK RALAI AVMR 0. 2577 3075.9 8. 00 Rv2711, TB
IAs 208 | PGHENVTLPHEMAH ENVTLPHEM 0. 2554 3154.2 8. 00 Rv2711, TB
I As 65 EKGRALAI AYMRKHR RALAI AVMR 0. 2553 3155.7 8. 00 Rv2711, TB
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IAs 210 GHENVTLPHEMAHAV ENVTLPHEM 0. 2492 3371.9 8. 00 Rv2711, TB
IAs 209 PGHENVTLPHEMAHA ENVTLPHEM 0.2476 3430. 4 8. 00 Rv2711, TB
IAs 110 DVERRLVKVLNNPTT RLVKVLNNP 0.2163 4815. 8 8. 00 Rv2711, TB
I As 67 GRALAI AVMRKHRLA  RALAI AVMR 0. 2154 4862. 0 8.00 Rv2711, TB
I As 66 KGRALAI AVMRKHRL RALAI AVMR 0.2091 5204.8 16. 00 Rv2711, TB
IAs 202 GGVTI VI PGHENVTL VTI VI PGHE 0.2011 5673. 1 16. 00 Rv2711, TB
IAs 197 ETTPGGGVTI VI PGH GGGVTI VI P 0. 1957 6018. 5 16. 00 Rv2711, TB
IAs 108 SEDVERRLVKVLNNP RLVKVLNNP 0.1929 6202. 2 16. 00 Rv2711, TB
IAs 109 EDVERRLVKVLNNPT RLVKVLNNP 0.1881 6533. 6 16. 00 Rv2711, TB
IAs 203 GVTI VI PGHENVTLP VTI VI PGHE 0.1877 6563. 3 16. 00 Rv2711, TB
I As 83 RLLVDVI GLPVEEVH LLVDVI GLP 0. 1666 8239. 3 16. 00 Rv2711, TB
I As 84 LLVDVI GLPVEEVHA LLVDVI GLP 0.1661 8288. 6 16. 00 Rv2711, TB
I As 68 RALAI AVMRKHRLAE RALAI AVMR 0.1631 8559. 7 16. 00 Rv2711, TB
I As 81 AERLLVDVI GLPVEE DVl GLPVEE 0. 1597 8884. 8 32.00 Rv2711, TB
I As 22 VTPLRARI AERLDQS RI AERLDQS 0. 1590 8947.9 32.00 Rv2711, TB
I As 82 ERLLVDVI GLPVEEV LLVDVI GLP 0. 1561 9233.7 32.00 Rv2711, TB
IAs 196 VETTPGGGVTI VI PG GGGVTI VI P 0. 1513 9729.8 32.00 Rv2711, TB
I As 78 HRLAERLLVDVI GLP LLVDVI GLP 0. 1505 9808. 4 32.00 Rv2711, TB
IAs 116 VKVLNNPTTSPFGNP KVLNNPTTS 0. 1499 9878. 5 32.00 Rv2711, TB
IAs 212 ENVTLPHEMAHAVKV ENVTLPHEM 0. 1485 10029.0 32.00 Rv2711, TB
I As 23 TPLRARI AERLDQSG RI AERLDQS 0.1472 10168. 5 32.00 Rv2711, TB
I As 98 AEACRVWEHVMSEDVE EHVMSEDVE 0.1470 10191. 2 32.00 Rv2711, TB
I As 80 LAERLLVDVI GLPVE LLVDVI GLP 0. 1462 10274. 8 32.00 Rv2711, TB
IAs 115 LVKVLNNPTTSPFGN KVLNNPTTS 0. 1456 10344.8 32.00 Rv2711, TB
I As 79 RLAERLLVDVI GLPW LLVDVI GLP 0. 1439 10537.4 32.00 Rv2711, TB
I As 24 PLRARI AERLDQSGP Rl AERLDQS 0. 1437 10565. 3 32.00 Rv2711, TB
IAs 121 NPTTSPFGNPI PGLV SPFGNPI PG 0. 1425 10698. 0 32.00 Rv2711, TB
I As 61 LELTEKGRALAI AVM EKGRALAI A 0.1423 10725. 2 32.00 Rv2711, TB
IAs 122 PTTSPFGNPI PGLVE SPFGNPI PG 0. 1369 11370.0 32.00 Rv2711, TB
I As 25 LRARI AERLDQSGPT RI AERLDQS 0.1362 11451.9 32.00 Rv2711, TB
IAs 205 TIVIPGHENVTLPHE PGHENVTLP 0.1318 12010. 2 32.00 Rv2711, TB
I As 27 ARl AERLDQSGPTVS Rl AERLDCQS 0.1310 12116.9 32.00 Rv2711, TB
IAs 119 LNNPTTSPFGNPI PG SPFGNPI PG 0. 1307 12155. 4 32.00 Rv2711, TB
I As 70 LAl AYMRKHRLAERL LAl AVMRKH 0.1290 12377.8 32.00 Rv2711, TB
IAs 123 TTSPFGNPI PGLVEL SPFGNPI PG 0.1282 12490. 1 32.00 Rv2711, TB
I As 26 RARI AERLDQSGPTV Rl AERLDQS 0.1279 12531.0 32.00 Rv2711, TB
IAs 187 GVWPNARVTVETTPG ARVTVETTP 0.1275 12588. 9 32.00 Rv2711, TB
IAs 130 PIPG.VELGVGPEPG VELGVGPEP 0.1267 12696. 8 32.00 Rv2711, TB
IAs 188 VVWPNARVTVETTPGG ARVTVETTP 0.1265 12725.8 32.00 Rv2711, TB
IAs 189 VPNARVTVETTPGGG ARVTVETTP 0.1251 12916. 7 32.00 Rv2711, TB
IAs 183 LKDAGVWPNARVTVE KDAGVVPNA 0.1237 13107. 2 32.00 Rv2711, TB
I As 36 SGPTVSQIVSRMERD QTVSRMERD 0.1232 13182.0 32.00 Rv2711, TB
IAs 181 TRLKDAGVVPNARVT KDAGVVPNA 0.1222 13324.8 32.00 Rv2711, TB
I As 35 QSGPTVSQIVSRMER VSQTVSRVE 0.1217 13405. 4 32.00 Rv2711, TB
IAs 135 VELGVGPEPGADDAN VELGVGPEP 0.1215 13434.7 32.00 Rv2711, TB
IAs 120 NNPTTSPFG\PI PGL SPFGN\PI PG 0.1208 13538. 2 32.00 Rv2711, TB
I As 69 ALAI AVMRKHRLAER LAl AVMRKH 0.1206 13563. 4 32.00 Rv2711, TB
IAs 131 |PG.VELGVGPEPGA VELGVGPEP 0.1204 13590. 4 32.00 Rv2711, TB
I As 53 LRVAGDRHLELTEKG RHLELTEKG 0.1204 13592. 3 32.00 Rv2711, TB
IAs 184 KDAGVVPNARVTVET KDAGVVPNA 0.1201 13627.1 32.00 Rv2711, TB
IAs 134 LVELGVGPEPGADDA VELGVGPEP 0.1201 13636. 7 32.00 Rv2711, TB
IAs 117 KVLNNPTTSPFGNPI  KVLNNPTTS 0.1198 13682. 5 32.00 Rv2711, TB
IAs 192 ARVTVETTPGGGVTI  ARVTVETTP 0.1194 13735.1 32.00 Rv2711, TB
IAs 136 ELGVGPEPGADDANL ELGVGPEPG 0.1170 14093. 1 32.00 Rv2711, TB
IAs 180 | TRLKDAGVVPNARV KDAGVVPNA 0.1170 14105. 6 32.00 Rv2711, TB
IAs 191 NARVTVETTPGGGVT ARVTVETTP 0.1165 14174.0 32.00 Rv2711, TB
IAs 182 RLKDAGVVPNARVTV KDAGVVPNA 0.1164 14194.7 32.00 Rv2711, TB
IAs 132 PG.VELGVGPEPGAD VELGVGPEP 0.1158 14284.1 32.00 Rv2711, TB
IAs 195 TVETTPGGGVTIVIP GGGVTI VI P 0.1157 14302. 2 32.00 Rv2711, TB
I As 37 GPTVSQIVSRMVERDG QI'VSRMERD 0.1152 14374. 8 32.00 Rv2711, TB
IAs 133 GLVELGYVGPEPGADD VELGVGPEP 0.1142 14537.9 32.00 Rv2711, TB
IAs 179 LI TRLKDAGVWPNAR KDAGVVPNA 0.1141 14545.5 32.00 Rv2711, TB
IAs 204 VTI VI PGHENVTLPH VTI VI PGHE 0.1127 14774. 8 32.00 Rv2711, TB
IAs 124 TSPFGNPI PGLVELG SPFGN\PI PG 0.1117 14928. 9 32.00 Rv2711, TB
I As 34 DQSGPTVSQIVSRME VSQTVSRVE 0.1103 15159. 9 50. 00 Rv2711, TB
IAs 190 PNARVTVETTPGGGY ARVTVETTP 0.1097 15257.5 50. 00 Rv2711, TB
IAs 125 SPFG\PI PGLVELGY SPFGN\PI PG 0.1089 15396. 1 50. 00 Rv2711, TB
I As 39 TVSQIVSRMERDGLL QIVSRMERD 0.1088 15399.5 50. 00 Rv2711, TB
I As 28 RI AERLDQSGPTVSQ RI AERLDQS 0.1088 15412.5 50. 00 Rv2711, TB
I As 54 RVAGDRHLELTEKGR RHLELTEKG 0.1069 15721.4 50. 00 Rv2711, TB
I As 1 NELVDTTEMYLRTIY ELVDTTEMY 0. 1067 15755. 4 50. 00 Rv2711, TB
I As 59 RHLELTEKGRALAI A RHLELTEKG 0.1058 15909. 4 50. 00 Rv2711, TB
I As 38 PTVSQTVSRMERDGL QIVSRMERD 0. 1050 16062. 0 50. 00 Rv2711, TB
I As 99 EACRWEHVMSEDVER EHVMSEDVE 0. 1045 16132. 2 50. 00 Rv2711, TB
I As 6 TTEMYLRTI YDLEEE RTI YDLEEE 0.1037 16286. 3 50. 00 Rv2711, TB
I As 40 VSQTVSRMERDGLLR QI'VSRMERD 0.1030 16406. 4 50. 00 Rv2711, TB
I As 33 LDQSGPTVSQIVSRM  QSGPTVSQT 0. 1006 16841.5 50. 00 Rv2711, TB
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IAs 186 AGVWPNARVTVETTP ARVTVETTP 0. 1005 16863. 7 50.00 Rv2711, TB
IAs 149 NLVRLTELPAGSPVA NLVRLTELP 0. 0996 17011. 6 50.00 Rv2711, TB
IAs 32 RLDQSGPTVSQTVSR GPTVSQIVS 0.0988 17169. 5 50.00 Rv2711, TB
IAs 148 ANLVRLTELPAGSPV NLVRLTELP 0. 0987 17187.9 50.00 Rv2711, TB
IAs 31 ERLDQSGPTVSQTVS ERLDQSGPT 0.0977 17380. 4 50.00 Rv2711, TB
IAs 55 VAGDRHLELTEKGRA RHLELTEKG 0.0974 17423. 3 50.00 Rv2711, TB
IAs 41 SQTVSRVERDGLLRV QTVSRMERD 0. 0974 17425. 8 50.00 Rv2711, TB
| As 0 MNELVDTTEMYLRTI ~ ELVDTTEMY 0. 0970 17501. 7 50.00 Rv2711, TB
IAs 178 DLI TRLKDAGWPNA KDAGVVPNA 0.0961 17673. 4 50.00 Rv2711, TB
IAs 58 DRHLELTEKGRALAI RHLELTEKG 0.0941 18065. 6 50.00 Rv2711, TB
IAs 100 ACRWEHVMSEDVERR EHVNMSEDVE 0. 0936 18166. 6 50.00 Rv2711, TB
IAs 73 AVMRKHRLAERLLVD RLAERLLVD 0.0925 18376. 1 50.00 Rv2711, TB
IAs 215 TLPHEMAHAVKVEKY AHAVKVEKV 0. 0925 18380. 3 50.00 Rv2711, TB
| As 2 ELVDTTEMYLRTI YD ELVDTTEMY 0. 0924 18404. 0 50.00 Rv2711, TB
IAs 143 PGADDANLVRLTELP NLVRLTELP 0.0922 18441.5 50.00 Rv2711, TB
IAs 57 GDRHLELTEKGRALA RHLELTEKG 0.0918 18527. 9 50.00 Rv2711, TB
IAs 92 PWEEVHAEACRVEHV AEACRVEHV 0. 0908 18721. 1 50.00 Rv2711, TB
|As 144 GADDANLVRLTELPA NLVRLTELP 0. 0908 18723. 8 50.00 Rv2711, TB
IAs 96 VHAEACRWEHVMBED VHAEACRVE 0. 0903 18812. 5 50.00 Rv2711, TB
IAs 56 AGDRHLELTEKGRAL RHLELTEKG 0. 0902 18849. 2 50.00 Rv2711, TB
IAs 21 GVTPLRARI AERLDQ LRARI AERL 0. 0900 18888. 4 50.00 Rv2711, TB
IAs 42 QTVSRVERDGLLRVA QTVSRMERD 0. 0895 18990. 4 50.00 Rv2711, TB
IAs 93 WEEVHAEACRWEHVM VHAEACRVE 0. 0894 19001. 7 50.00 Rv2711, TB
IAs 30 AERLDQSGPTVSQTV ERLDQSGPT 0.0891 19069. 1 50.00 Rv2711, TB
IAs 161 PVAVWVRQLTERVQG PVAVWVRQL 0. 0882 19261. 1 50.00 Rv2711, TB
IAs 214 VTLPHEMAHAVKVEK EMAHAVKVE 0. 0874 19431. 0 50.00 Rv2711, TB
IAs 102 RWEHVMSEDVERRLV EHVNMBEDVE 0.0873 19441. 6 50.00 Rv2711, TB
IAs 147 DANLVRLTELPAGSP NLVRLTELP 0. 0867 19559. 7 50.00 Rv2711, TB
IAs 94 EEVHAEACRWEHVMS VHAEACRWE 0. 0867 19569. 5 50.00 Rv2711, TB
| As 7 TEMYLRTI YDLEEEG RTI YDLEEE 0. 0864 19638. 4 50.00 Rv2711, TB
IAs 146 DDANLVRLTELPAGS NLVRLTELP 0. 0863 19661. 4 50.00 Rv2711, TB
IAs 158 AGSPVAVWRQLTEH VWVRQLTEH 0. 0858 19750. 0 50.00 Rv2711, TB
IAs 95 EVHAEACRWEHVMSE VHAEACRVE 0. 0856 19811. 0 50.00 Rv2711, TB
IAs 213 NVTLPHEMAHAVKVE EMAHAVKVE 0. 0853 19857. 8 50.00 Rv2711, TB
IAs 145 ADDANLVRLTELPAG NLVRLTELP 0. 0853 19864. 9 50.00 Rv2711, TB
IAs 103 WEHVMSEDVERRLVK EHVNMBEDVE 0. 0852 19883. 2 50.00 Rv2711, TB
IAs 101 CRWEHVMSEDVERRL EHVNMSEDVE 0. 0852 19887.5 50.00 Rv2711, TB
IAs 71 Al AVMRKHRLAERLL AVNRKHRLA 0. 0840 20158. 5 50.00 Rv2711, TB
IAs 150 LVRLTELPAGSPVAV LPAGSPVAV 0.0819 20618. 2 50.00 Rv2711, TB
IAs 129 NPl PGLVELGVGPEP VELGVGPEP 0. 0803 20974. 6 50.00 Rv2711, TB
IAs 137 LGVGPEPGADDANLYV PGADDANLV 0.0794 21183.5 50.00 Rv2711, TB
IAs 160 SPVAVWWRQLTEHVQ SPVAVWRQ 0.0788 21307. 9 50.00 Rv2711, TB
IAs 159 GSPVAVWRQLTEHV VWRQLTEH 0.0787 21348. 1 50.00 Rv2711, TB
IAs 29 | AERLDQSGPTVSQT ERLDQSGPT 0.0780 21508. 5 50.00 Rv2711, TB
IAs 85 LVDVI GLPVEEVHAE VDVI GLPVE 0.0774 21629. 6 50.00 Rv2711, TB
IAs 151 VRLTELPAGSPVAW TELPAGSPV 0.0774 21642. 7 50.00 Rv2711, TB
IAs 72 | AVMRKHRLAERLLV AVMRKHRLA 0.0773 21660. 1 50.00 Rv2711, TB
IAs 104 EHVMSEDVERRLVKV EHVMSEDVE 0.0771 21716. 4 50.00 Rv2711, TB
IAs 157 PAGSPVAVWRQLTE AVWRQLTE 0.0771 21720. 6 50.00 Rv2711, TB
IAs 97 HAEACRWEHVMBEDV AEACRVEHV 0.0770 21726.0 50.00 Rv2711, TB
IAs 152 RLTELPAGSPVAVW TELPAGSPV 0. 0769 21755. 2 50.00 Rv2711, TB
IAs 153 LTELPAGSPVAVWWVR TELPAGSPV 0.0767 21799. 2 50.00 Rv2711, TB
IAs 86 VDVI GLPWEEVHAEA VDVI GLPVE 0.0763 21908. 5 50.00 Rv2711, TB
IAs 156 LPAGSPVAVWVRQLT SPVAVWRQ 0.0751 22176. 1 50.00 Rv2711, TB
IAs 154 TELPAGSPVAVWRQ SPVAVWRQ 0. 0744 22346. 1 50.00 Rv2711, TB
| As 8 EMYLRTI YDLEEEGV RTI YDLEEE 0. 0744 22348. 3 50.00 Rv2711, TB
IAs 19 EEGVTPLRARI AERL LRARI AERL 0.0741 22427.0 50.00 Rv2711, TB
IAs 15 YDLEEEGVTPLRAR EGVTPLRAR 0.0730 22689. 9 50.00 Rv2711, TB
IAs 185 DAGWPNARVTVETT VPNARVTVE 0.0728 22749. 1 50.00 Rv2711, TB
IAs 138 GVGPEPGADDANLVR PGADDANLV 0.0726 22789. 3 50.00 Rv2711, TB
IAs 142 EPGADDANLVRLTEL PGADDANLV 0.0726 22802. 6 50.00 Rv2711, TB
IAs 155 ELPAGSPVAVWWRQL SPVAVWRQ 0.0715 23060. 1 50.00 Rv2711, TB
IAs 162 VAVWRQLTEHVQGD RQLTEHVQG 0.0714 23092. 9 50.00 Rv2711, TB
IAs 140 GPEPGADDANLVRLT PGADDANLV 0. 0706 23301. 9 50.00 Rv2711, TB
IAs 177 |DLI TRLKDAGWPN TRLKDAGW 0.0703 23365. 0 50.00 Rv2711, TB
| As 9 MYLRTI YDLEEEGVT RTI YDLEEE 0.0701 23425. 3 50.00 Rv2711, TB
IAs 139 VGPEPGADDANLVRL PGADDANLV 0. 0694 23592, 2 50.00 Rv2711, TB
IAs 20 EGVTPLRARI AERLD LRARI AERL 0. 0691 23666. 6 50.00 Rv2711, TB
IAs 127 FGNP| PGLVELGVGP PGLVELGVG 0. 0688 23742.5 50.00 Rv2711, TB
IAs 193 RVTVETTPGGGVTIV RVIVETTPG 0. 0683 23869. 2 50.00 Rv2711, TB
IAs 126 PFGNPI PGLVELGVG PGLVELGVG 0. 0681 23936. 4 50.00 Rv2711, TB
IAs 10 YLRTI YDLEEEGVTP RTI YDLEEE 0. 0680 23952, 2 50.00 Rv2711, TB
IAs 118 VLNNPTTSPFGNPI P TSPFGNPI P 0. 0679 23993. 5 50.00 Rv2711, TB
IAs 16 DLEEEGVTPLRARI A EGVTPLRAR 0. 0674 24102.0 50.00 Rv2711, TB
IAs 74 VMRKHRLAERLLVDV RKHRLAERL 0. 0662 24430. 7 50.00 Rv2711, TB
IAs 76 RKHRLAERLLVDVI G RKHRLAERL 0. 0662 24436. 8 50.00 Rv2711, TB
IAs 141 PEPGADDANLVRLTE PGADDANLV 0. 0654 24643. 3 50.00 Rv2711, TB
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of high binders 0. Number

Explain the output. Go back.
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0. 0646 24850
0. 0646 24858
0.0643 24928
0.0632 25234
0. 0630 25284
0. 0614 25744
0. 0612 25794
0. 0611 25824
0. 0582 26649
0. 0580 26683
0.0574 26872
0. 0569 27002
0. 0565 27140
0. 0562 27214
0. 0556 27406
0. 0556 27410
0. 0554 27462
0.0532 28109
0. 0503 29022
0. 0499 29127
0. 0484 29622
0.0473 29975
0. 0465 30217
0. 0457 30484
0. 0456 30532
0. 0445 30889
0. 0443 30968
0. 0437 31160
0.0432 31320
0. 0429 31419
0.0422 31663
0. 0417 31835
0. 0407 32185
0. 0365 33674
0.0362 33798
0.0362 33799
0. 0347 34367
0. 0345 34423
0. 0337 34740
0. 0327 35113
0.0324 35229
0.0304 36003
0.0298 36222
0. 0286 36682
0. 0285 36744
0. 0256 37916
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