	MHC Class-II Binding Peptide Prediction Results






	HELP
	HOME
	MHC & Prediction Algorithm


INPUT & PARAMETER INFORMATION

	Antigen Name
	test

	Scanned on
	Sat Jan 23 10:37:49 2010

	Length of input sequence
	316 amino acids

	Number of nanomers from input sequence
	308

	Number of nanomers with obligatory P1 anchor residue
	129

	Threshold setting
	3

	Number of alleles in query
	51

	Number of top scorers to be displayed
	31


	ALLELE: DRB1_0101
	Threshold for 3 % with score: 0.14
	Highest Score achievable by any peptide: 6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVFAAAPVI
	61
	2.6700
	44.50

	2
	VVSLAGVLA
	170
	2.6000
	43.33

	3
	FVALVIVIV
	179
	2.1000
	35.00

	4
	WGIAGAAPT
	245
	1.8000
	30.00

	5
	LRLFRVPEL
	285
	1.7500
	29.17

	6
	LLFLGTVAL
	102
	1.7000
	28.33

	7
	LLALLAVTA
	299
	1.6000
	26.67

	8
	LVIVIVAET
	182
	1.2500
	20.83

	9
	LVIGMTRQV
	18
	1.0900
	18.17

	10
	VLAFVALVI
	176
	1.0800
	18.00

	11
	FLGTVALTL
	104
	1.0000
	16.67

	12
	LLAVFALSI
	141
	0.9500
	15.83

	13
	LGALVASTI
	156
	0.9000
	15.00

	14
	VVAVAAKVA
	261
	0.8500
	14.17

	15
	VMVGAPLVI
	12
	0.7000
	11.67

	16
	LTVLLALLA
	231
	0.7000
	11.67

	17
	VFAAAPVIV
	62
	0.6000
	10.00

	18
	LLALLANLF
	234
	0.6000
	10.00

	19
	LALLANLFL
	235
	0.6000
	10.00

	20
	VAILAVLLA
	268
	0.6000
	10.00

	21
	LIAAIAPLV
	76
	0.4700
	7.83

	22
	IVAGTTLLI
	69
	0.2000
	3.33

	23
	VVGLLFLGT
	99
	0.2000
	3.33

	24
	LLIAAIAPL
	75
	0.1000
	1.67

	25
	VIVAGTTLL
	68
	-0.0100
	0

	26
	IAPLVATGS
	80
	-0.0100
	0

	27
	LKQLGKQQI
	46
	-0.1000
	0

	28
	LALLAVTAA
	300
	-0.1100
	0

	29
	LTGVVAVAA
	258
	-0.1500
	0


	ALLELE: DRB1_0102
	Threshold for 3 % with score: 0.7
	Highest Score achievable by any peptide: 6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVFAAAPVI
	61
	3.6700
	61.17

	2
	VVSLAGVLA
	170
	3.6000
	60.00

	3
	LRLFRVPEL
	285
	2.7500
	45.83

	4
	LLFLGTVAL
	102
	2.7000
	45.00

	5
	LLALLAVTA
	299
	2.6000
	43.33

	6
	LVIVIVAET
	182
	2.2500
	37.50

	7
	FVALVIVIV
	179
	2.1000
	35.00

	8
	LVIGMTRQV
	18
	2.0900
	34.83

	9
	VLAFVALVI
	176
	2.0800
	34.67

	10
	LLAVFALSI
	141
	1.9500
	32.50

	11
	LGALVASTI
	156
	1.9000
	31.67

	12
	VVAVAAKVA
	261
	1.8500
	30.83

	13
	VMVGAPLVI
	12
	1.7000
	28.33

	14
	LTVLLALLA
	231
	1.7000
	28.33

	15
	VFAAAPVIV
	62
	1.6000
	26.67

	16
	LLALLANLF
	234
	1.6000
	26.67

	17
	LALLANLFL
	235
	1.6000
	26.67

	18
	VAILAVLLA
	268
	1.6000
	26.67

	19
	LIAAIAPLV
	76
	1.4700
	24.50

	20
	IVAGTTLLI
	69
	1.2000
	20.00

	21
	VVGLLFLGT
	99
	1.2000
	20.00

	22
	LLIAAIAPL
	75
	1.1000
	18.33

	23
	FLGTVALTL
	104
	1.0000
	16.67

	24
	MRLTVLLAL
	229
	1.0000
	16.67

	25
	VIVAGTTLL
	68
	0.9900
	16.50

	26
	IAPLVATGS
	80
	0.9900
	16.50

	27
	LKQLGKQQI
	46
	0.9000
	15.00

	28
	LALLAVTAA
	300
	0.8900
	14.83

	29
	LTGVVAVAA
	258
	0.8500
	14.17

	30
	WGIAGAAPT
	245
	0.8000
	13.33

	31
	LEYAGPRLA
	213
	0.7900
	13.17


	ALLELE: DRB1_0301
	Threshold for 3 % with score: 2.96
	Highest Score achievable by any peptide: 9.5


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIGMTRQV
	18
	4.3000
	45.26

	2
	LVIVIVAET
	182
	4.3000
	45.26

	3
	IVFAAAPVI
	61
	4.2000
	44.21

	4
	IVAGTTLLI
	69
	4.2000
	44.21

	5
	LRLFRVPEL
	285
	4.0600
	42.74

	6
	VMVGAPLVI
	12
	3.4000
	35.79

	7
	LLIAAIAPL
	75
	3.1600
	33.26

	8
	MVGAPLVIG
	13
	3.1000
	32.63

	9
	LFLGTVALT
	103
	3.0000
	31.58

	10
	VSLAGVLAF
	171
	3.0000
	31.58

	11
	LKQLGKQQI
	46
	2.9000
	30.53

	12
	VAILAVLLA
	268
	2.9000
	30.53

	13
	LLFLGTVAL
	102
	2.7600
	29.05

	14
	VIGMTRQVR
	19
	2.7000
	28.42

	15
	LAGIDTGTS
	112
	2.7000
	28.42

	16
	MVLEYAGPR
	211
	2.7000
	28.42

	17
	VLTGVVAVA
	257
	2.7000
	28.42

	18
	VFALSIPAG
	144
	2.6000
	27.37

	19
	LVASTIDHP
	159
	2.6000
	27.37

	20
	VALVIVIVA
	180
	2.6000
	27.37

	21
	IVIVAETGR
	184
	2.6000
	27.37

	22
	VAVAAKVAI
	262
	2.6000
	27.37

	23
	MRLTVLLAL
	229
	2.5600
	26.95

	24
	VIVAETGRL
	185
	2.4600
	25.89

	25
	FALSIPAGS
	145
	2.3000
	24.21

	26
	FVALVIVIV
	179
	2.3000
	24.21

	27
	VIVIVAETG
	183
	2.3000
	24.21

	28
	LPVDNPATH
	193
	2.3000
	24.21

	29
	VIVAGTTLL
	68
	2.2600
	23.79

	30
	VGAPLVIGM
	14
	2.2000
	23.16

	31
	VLLALLANL
	233
	2.1600
	22.74


	ALLELE: DRB1_0305
	Threshold for 3 % with score: 1.7
	Highest Score achievable by any peptide: 9.1


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FALSIPAGS
	145
	2.9000
	31.87

	2
	LVIVIVAET
	182
	2.6000
	28.57

	3
	LVIGMTRQV
	18
	2.3000
	25.27

	4
	IVFAAAPVI
	61
	2.3000
	25.27

	5
	IVAGTTLLI
	69
	2.3000
	25.27

	6
	FVALVIVIV
	179
	2.3000
	25.27

	7
	LRLFRVPEL
	285
	2.1000
	23.08

	8
	VAILAVLLA
	268
	1.9000
	20.88

	9
	LPVDNPATH
	193
	1.8800
	20.66

	10
	VLTGVVAVA
	257
	1.7000
	18.68

	11
	FAAAPVIVA
	63
	1.6000
	17.58

	12
	VALVIVIVA
	180
	1.6000
	17.58

	13
	VMVGAPLVI
	12
	1.5000
	16.48

	14
	LFLGTVALT
	103
	1.3000
	14.29

	15
	LAGIDTGTS
	112
	1.3000
	14.29

	16
	LLIAAIAPL
	75
	1.2000
	13.19

	17
	WRDLLKQLG
	42
	1.1000
	12.09

	18
	FRVPELLAG
	288
	1.1000
	12.09

	19
	LALLAVTAA
	300
	1.1000
	12.09

	20
	LKQLGKQQI
	46
	1.0000
	10.99

	21
	WAAGMRLTV
	225
	1.0000
	10.99

	22
	FLPWGIAGA
	242
	1.0000
	10.99

	23
	FLLALLAVT
	298
	1.0000
	10.99

	24
	LLFLGTVAL
	102
	0.8000
	8.79

	25
	VVSLAGVLA
	170
	0.8000
	8.79

	26
	WGIAGAAPT
	245
	0.8000
	8.79

	27
	MVGAPLVIG
	13
	0.7000
	7.69

	28
	VAVAAKVAI
	262
	0.7000
	7.69

	29
	LVASTIDHP
	159
	0.6000
	6.59

	30
	MRLTVLLAL
	229
	0.6000
	6.59

	31
	VIVAETGRL
	185
	0.5000
	5.49


	ALLELE: DRB1_0306
	Threshold for 3 % with score: 2.08
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVAGTTLLI
	69
	3.8000
	43.18

	2
	LVIVIVAET
	182
	3.6000
	40.91

	3
	VAILAVLLA
	268
	3.4000
	38.64

	4
	VMVGAPLVI
	12
	3.0000
	34.09

	5
	LVIGMTRQV
	18
	3.0000
	34.09

	6
	LPVDNPATH
	193
	2.8800
	32.73

	7
	VLTGVVAVA
	257
	2.7000
	30.68

	8
	LFLGTVALT
	103
	2.3000
	26.14

	9
	VALVIVIVA
	180
	2.2800
	25.91

	10
	LLIAAIAPL
	75
	2.2000
	25.00

	11
	LKQLGKQQI
	46
	2.1000
	23.86

	12
	MRLTVLLAL
	229
	2.1000
	23.86

	13
	LALLAVTAA
	300
	2.1000
	23.86

	14
	IVFAAAPVI
	61
	1.9000
	21.59

	15
	FALSIPAGS
	145
	1.9000
	21.59

	16
	LVASTIDHP
	159
	1.9000
	21.59

	17
	VVAVAAKVA
	261
	1.8000
	20.45

	18
	IAAIAPLVA
	77
	1.7000
	19.32

	19
	LRLFRVPEL
	285
	1.7000
	19.32

	20
	LLFLGTVAL
	102
	1.6800
	19.09

	21
	VVSLAGVLA
	170
	1.6800
	19.09

	22
	VSLAGVLAF
	171
	1.6000
	18.18

	23
	MVGAPLVIG
	13
	1.5800
	17.95

	24
	VAVAAKVAI
	262
	1.5800
	17.95

	25
	LLAVFALSI
	141
	1.4000
	15.91

	26
	VIGMTRQVR
	19
	1.3000
	14.77

	27
	VIVAGTTLL
	68
	1.3000
	14.77

	28
	LVEPTILLA
	135
	1.3000
	14.77

	29
	ILLAVFALS
	140
	1.3000
	14.77

	30
	VIVIVAETG
	183
	1.3000
	14.77

	31
	LELTMVHEA
	202
	1.3000
	14.77


	ALLELE: DRB1_0307
	Threshold for 3 % with score: 2.08
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVAGTTLLI
	69
	3.8000
	43.18

	2
	LVIVIVAET
	182
	3.6000
	40.91

	3
	VAILAVLLA
	268
	3.4000
	38.64

	4
	VMVGAPLVI
	12
	3.0000
	34.09

	5
	LVIGMTRQV
	18
	3.0000
	34.09

	6
	LPVDNPATH
	193
	2.8800
	32.73

	7
	VLTGVVAVA
	257
	2.7000
	30.68

	8
	LFLGTVALT
	103
	2.3000
	26.14

	9
	VALVIVIVA
	180
	2.2800
	25.91

	10
	LLIAAIAPL
	75
	2.2000
	25.00

	11
	LKQLGKQQI
	46
	2.1000
	23.86

	12
	MRLTVLLAL
	229
	2.1000
	23.86

	13
	LALLAVTAA
	300
	2.1000
	23.86

	14
	IVFAAAPVI
	61
	1.9000
	21.59

	15
	FALSIPAGS
	145
	1.9000
	21.59

	16
	LVASTIDHP
	159
	1.9000
	21.59

	17
	VVAVAAKVA
	261
	1.8000
	20.45

	18
	IAAIAPLVA
	77
	1.7000
	19.32

	19
	LRLFRVPEL
	285
	1.7000
	19.32

	20
	LLFLGTVAL
	102
	1.6800
	19.09

	21
	VVSLAGVLA
	170
	1.6800
	19.09

	22
	VSLAGVLAF
	171
	1.6000
	18.18

	23
	MVGAPLVIG
	13
	1.5800
	17.95

	24
	VAVAAKVAI
	262
	1.5800
	17.95

	25
	LLAVFALSI
	141
	1.4000
	15.91

	26
	VIGMTRQVR
	19
	1.3000
	14.77

	27
	VIVAGTTLL
	68
	1.3000
	14.77

	28
	LVEPTILLA
	135
	1.3000
	14.77

	29
	ILLAVFALS
	140
	1.3000
	14.77

	30
	VIVIVAETG
	183
	1.3000
	14.77

	31
	LELTMVHEA
	202
	1.3000
	14.77


	ALLELE: DRB1_0308
	Threshold for 3 % with score: 2.08
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVAGTTLLI
	69
	3.8000
	43.18

	2
	LVIVIVAET
	182
	3.6000
	40.91

	3
	VAILAVLLA
	268
	3.4000
	38.64

	4
	VMVGAPLVI
	12
	3.0000
	34.09

	5
	LVIGMTRQV
	18
	3.0000
	34.09

	6
	LPVDNPATH
	193
	2.8800
	32.73

	7
	VLTGVVAVA
	257
	2.7000
	30.68

	8
	LFLGTVALT
	103
	2.3000
	26.14

	9
	VALVIVIVA
	180
	2.2800
	25.91

	10
	LLIAAIAPL
	75
	2.2000
	25.00

	11
	LKQLGKQQI
	46
	2.1000
	23.86

	12
	MRLTVLLAL
	229
	2.1000
	23.86

	13
	LALLAVTAA
	300
	2.1000
	23.86

	14
	IVFAAAPVI
	61
	1.9000
	21.59

	15
	FALSIPAGS
	145
	1.9000
	21.59

	16
	LVASTIDHP
	159
	1.9000
	21.59

	17
	VVAVAAKVA
	261
	1.8000
	20.45

	18
	IAAIAPLVA
	77
	1.7000
	19.32

	19
	LRLFRVPEL
	285
	1.7000
	19.32

	20
	LLFLGTVAL
	102
	1.6800
	19.09

	21
	VVSLAGVLA
	170
	1.6800
	19.09

	22
	VSLAGVLAF
	171
	1.6000
	18.18

	23
	MVGAPLVIG
	13
	1.5800
	17.95

	24
	VAVAAKVAI
	262
	1.5800
	17.95

	25
	LLAVFALSI
	141
	1.4000
	15.91

	26
	VIGMTRQVR
	19
	1.3000
	14.77

	27
	VIVAGTTLL
	68
	1.3000
	14.77

	28
	LVEPTILLA
	135
	1.3000
	14.77

	29
	ILLAVFALS
	140
	1.3000
	14.77

	30
	VIVIVAETG
	183
	1.3000
	14.77

	31
	LELTMVHEA
	202
	1.3000
	14.77


	ALLELE: DRB1_0309
	Threshold for 3 % with score: 2.4
	Highest Score achievable by any peptide: 9.5


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIGMTRQV
	18
	3.3000
	34.74

	2
	FALSIPAGS
	145
	3.3000
	34.74

	3
	FVALVIVIV
	179
	3.3000
	34.74

	4
	LVIVIVAET
	182
	3.3000
	34.74

	5
	IVFAAAPVI
	61
	3.2000
	33.68

	6
	IVAGTTLLI
	69
	3.2000
	33.68

	7
	LRLFRVPEL
	285
	3.0600
	32.21

	8
	WRDLLKQLG
	42
	2.5000
	26.32

	9
	FRVPELLAG
	288
	2.5000
	26.32

	10
	VMVGAPLVI
	12
	2.4000
	25.26

	11
	LLIAAIAPL
	75
	2.1600
	22.74

	12
	MVGAPLVIG
	13
	2.1000
	22.11

	13
	LFLGTVALT
	103
	2.0000
	21.05

	14
	VSLAGVLAF
	171
	2.0000
	21.05

	15
	WAAGMRLTV
	225
	2.0000
	21.05

	16
	LKQLGKQQI
	46
	1.9000
	20.00

	17
	VAILAVLLA
	268
	1.9000
	20.00

	18
	YLAGAAQIG
	2
	1.8000
	18.95

	19
	LLFLGTVAL
	102
	1.7600
	18.53

	20
	VIGMTRQVR
	19
	1.7000
	17.89

	21
	LAGIDTGTS
	112
	1.7000
	17.89

	22
	MVLEYAGPR
	211
	1.7000
	17.89

	23
	VLTGVVAVA
	257
	1.7000
	17.89

	24
	FLAKLRLFR
	281
	1.7000
	17.89

	25
	FLLALLAVT
	298
	1.7000
	17.89

	26
	FAAAPVIVA
	63
	1.6000
	16.84

	27
	VFALSIPAG
	144
	1.6000
	16.84

	28
	LVASTIDHP
	159
	1.6000
	16.84

	29
	VALVIVIVA
	180
	1.6000
	16.84

	30
	IVIVAETGR
	184
	1.6000
	16.84

	31
	VAVAAKVAI
	262
	1.6000
	16.84


	ALLELE: DRB1_0311
	Threshold for 3 % with score: 2.08
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVAGTTLLI
	69
	3.8000
	43.18

	2
	LVIVIVAET
	182
	3.6000
	40.91

	3
	VAILAVLLA
	268
	3.4000
	38.64

	4
	VMVGAPLVI
	12
	3.0000
	34.09

	5
	LVIGMTRQV
	18
	3.0000
	34.09

	6
	LPVDNPATH
	193
	2.8800
	32.73

	7
	VLTGVVAVA
	257
	2.7000
	30.68

	8
	LFLGTVALT
	103
	2.3000
	26.14

	9
	VALVIVIVA
	180
	2.2800
	25.91

	10
	LLIAAIAPL
	75
	2.2000
	25.00

	11
	LKQLGKQQI
	46
	2.1000
	23.86

	12
	MRLTVLLAL
	229
	2.1000
	23.86

	13
	LALLAVTAA
	300
	2.1000
	23.86

	14
	IVFAAAPVI
	61
	1.9000
	21.59

	15
	FALSIPAGS
	145
	1.9000
	21.59

	16
	LVASTIDHP
	159
	1.9000
	21.59

	17
	VVAVAAKVA
	261
	1.8000
	20.45

	18
	IAAIAPLVA
	77
	1.7000
	19.32

	19
	LRLFRVPEL
	285
	1.7000
	19.32

	20
	LLFLGTVAL
	102
	1.6800
	19.09

	21
	VVSLAGVLA
	170
	1.6800
	19.09

	22
	VSLAGVLAF
	171
	1.6000
	18.18

	23
	MVGAPLVIG
	13
	1.5800
	17.95

	24
	VAVAAKVAI
	262
	1.5800
	17.95

	25
	LLAVFALSI
	141
	1.4000
	15.91

	26
	VIGMTRQVR
	19
	1.3000
	14.77

	27
	VIVAGTTLL
	68
	1.3000
	14.77

	28
	LVEPTILLA
	135
	1.3000
	14.77

	29
	ILLAVFALS
	140
	1.3000
	14.77

	30
	VIVIVAETG
	183
	1.3000
	14.77

	31
	LELTMVHEA
	202
	1.3000
	14.77


	ALLELE: DRB1_0401
	Threshold for 3 % with score: 1.48
	Highest Score achievable by any peptide: 8.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	2.9000
	33.72

	2
	LLFLGTVAL
	102
	2.5800
	30.00

	3
	FALSIPAGS
	145
	2.5000
	29.07

	4
	FVALVIVIV
	179
	2.1800
	25.35

	5
	IVAGTTLLI
	69
	1.8000
	20.93

	6
	LALLANLFL
	235
	1.8000
	20.93

	7
	LELTMVHEA
	202
	1.7000
	19.77

	8
	FLGTVALTL
	104
	1.6000
	18.60

	9
	LALLAVTAA
	300
	1.6000
	18.60

	10
	MRLTVLLAL
	229
	1.5000
	17.44

	11
	VIVAGTTLL
	68
	1.4000
	16.28

	12
	LVIVIVAET
	182
	1.4000
	16.28

	13
	LAGIDTGTS
	112
	1.3000
	15.12

	14
	MVLEYAGPR
	211
	1.3000
	15.12

	15
	LVIGMTRQV
	18
	1.0000
	11.63

	16
	LTVLLALLA
	231
	1.0000
	11.63

	17
	FAAAPVIVA
	63
	0.9800
	11.40

	18
	IVFAAAPVI
	61
	0.9000
	10.47

	19
	LLALLAVTA
	299
	0.8800
	10.23

	20
	WGIAGAAPT
	245
	0.8000
	9.30

	21
	IAPLVATGS
	80
	0.7000
	8.14

	22
	VVSLAGVLA
	170
	0.6800
	7.91

	23
	ILLAVFALS
	140
	0.6000
	6.98

	24
	VIVIVAETG
	183
	0.6000
	6.98

	25
	IAAIAPLVA
	77
	0.5000
	5.81

	26
	VVGLLFLGT
	99
	0.5000
	5.81

	27
	LRLFRVPEL
	285
	0.5000
	5.81

	28
	LPVDNPATH
	193
	0.4800
	5.58

	29
	ITPAGTTIV
	54
	0.4000
	4.65

	30
	LLIAAIAPL
	75
	0.4000
	4.65

	31
	LVATGSPLD
	83
	0.4000
	4.65


	ALLELE: DRB1_0402
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 9.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIGMTRQV
	18
	5.8000
	60.42

	2
	IVAGTTLLI
	69
	4.0000
	41.67

	3
	VAILAVLLA
	268
	2.8000
	29.17

	4
	LQPWRDLLK
	39
	2.7000
	28.13

	5
	VIVAGTTLL
	68
	2.6000
	27.08

	6
	LVIVIVAET
	182
	2.6000
	27.08

	7
	LEYAGPRLA
	213
	2.6000
	27.08

	8
	LRLFRVPEL
	285
	2.4000
	25.00

	9
	LLFLGTVAL
	102
	2.3000
	23.96

	10
	VLAFVALVI
	176
	2.0000
	20.83

	11
	LELTMVHEA
	202
	2.0000
	20.83

	12
	FLPWGIAGA
	242
	1.8000
	18.75

	13
	VALVIVIVA
	180
	1.7000
	17.71

	14
	LALLANLFL
	235
	1.7000
	17.71

	15
	LATFEVFLA
	275
	1.7000
	17.71

	16
	VMVGAPLVI
	12
	1.6000
	16.67

	17
	ITPAGTTIV
	54
	1.6000
	16.67

	18
	IVFAAAPVI
	61
	1.6000
	16.67

	19
	ILLAVFALS
	140
	1.6000
	16.67

	20
	VSLAGVLAF
	171
	1.6000
	16.67

	21
	MRLTVLLAL
	229
	1.6000
	16.67

	22
	LLIAAIAPL
	75
	1.4000
	14.58

	23
	VVAVAAKVA
	261
	1.4000
	14.58

	24
	VFLAKLRLF
	280
	1.4000
	14.58

	25
	LALLAVTAA
	300
	1.4000
	14.58

	26
	VLTGVVAVA
	257
	1.2000
	12.50

	27
	IAAIAPLVA
	77
	1.0800
	11.25

	28
	LLAVFALSI
	141
	1.0000
	10.42

	29
	LTVLLALLA
	231
	0.9000
	9.38

	30
	LFLGTVALT
	103
	0.8000
	8.33

	31
	LAGIDTGTS
	112
	0.7800
	8.12


	ALLELE: DRB1_0404
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.8000
	43.18

	2
	VAILAVLLA
	268
	3.7000
	42.05

	3
	LLFLGTVAL
	102
	3.6000
	40.91

	4
	LALLAVTAA
	300
	3.3000
	37.50

	5
	LRLFRVPEL
	285
	3.1000
	35.23

	6
	VIVAGTTLL
	68
	2.9000
	32.95

	7
	LAGIDTGTS
	112
	2.7000
	30.68

	8
	LALLANLFL
	235
	2.6000
	29.55

	9
	VALVIVIVA
	180
	2.4800
	28.18

	10
	IAPLVATGS
	80
	2.4000
	27.27

	11
	VLAFVALVI
	176
	2.0000
	22.73

	12
	ITPAGTTIV
	54
	1.9000
	21.59

	13
	LLALLAVTA
	299
	1.9000
	21.59

	14
	LATFEVFLA
	275
	1.8500
	21.02

	15
	LTVLLALLA
	231
	1.8000
	20.45

	16
	LGALVASTI
	156
	1.7000
	19.32

	17
	VVSLAGVLA
	170
	1.7000
	19.32

	18
	LLALLANLF
	234
	1.7000
	19.32

	19
	IVFAAAPVI
	61
	1.6000
	18.18

	20
	IVAGTTLLI
	69
	1.6000
	18.18

	21
	ILLAVFALS
	140
	1.6000
	18.18

	22
	LVIGMTRQV
	18
	1.5000
	17.05

	23
	LLAVFALSI
	141
	1.5000
	17.05

	24
	LLIAAIAPL
	75
	1.4000
	15.91

	25
	IAAIAPLVA
	77
	1.4000
	15.91

	26
	VVGLLFLGT
	99
	1.3000
	14.77

	27
	VIVAETGRL
	185
	1.3000
	14.77

	28
	VVAVAAKVA
	261
	1.3000
	14.77

	29
	FVALVIVIV
	179
	1.2000
	13.64

	30
	IVIVAETGR
	184
	1.1000
	12.50

	31
	VIVIVAETG
	183
	1.0000
	11.36


	ALLELE: DRB1_0405
	Threshold for 3 % with score: 2.0
	Highest Score achievable by any peptide: 9.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FGGMGASRE
	121
	4.3000
	45.74

	2
	LVIVIVAET
	182
	3.7000
	39.36

	3
	LLFLGTVAL
	102
	3.6000
	38.30

	4
	LRLFRVPEL
	285
	3.1000
	32.98

	5
	VIVAGTTLL
	68
	2.9000
	30.85

	6
	VAILAVLLA
	268
	2.7000
	28.72

	7
	LALLANLFL
	235
	2.6000
	27.66

	8
	FVALVIVIV
	179
	2.5000
	26.60

	9
	LALLAVTAA
	300
	2.3000
	24.47

	10
	LAVLLATFE
	271
	2.2000
	23.40

	11
	LAGIDTGTS
	112
	1.7000
	18.09

	12
	WGIAGAAPT
	245
	1.7000
	18.09

	13
	LLALLANLF
	234
	1.6000
	17.02

	14
	VALVIVIVA
	180
	1.4800
	15.74

	15
	LLIAAIAPL
	75
	1.4000
	14.89

	16
	IAPLVATGS
	80
	1.4000
	14.89

	17
	VIVIVAETG
	183
	1.3000
	13.83

	18
	VIVAETGRL
	185
	1.3000
	13.83

	19
	ITPAGTTIV
	54
	1.2000
	12.77

	20
	LVATGSPLD
	83
	1.2000
	12.77

	21
	VVGLLFLGT
	99
	1.2000
	12.77

	22
	VLAFVALVI
	176
	1.2000
	12.77

	23
	FLPWGIAGA
	242
	1.1500
	12.23

	24
	FALSIPAGS
	145
	1.0000
	10.64

	25
	FAAAPVIVA
	63
	0.9800
	10.43

	26
	LGALVASTI
	156
	0.9000
	9.57

	27
	FRVPELLAG
	288
	0.9000
	9.57

	28
	LLALLAVTA
	299
	0.9000
	9.57

	29
	LATFEVFLA
	275
	0.8500
	9.04

	30
	LVIGMTRQV
	18
	0.8000
	8.51

	31
	IVFAAAPVI
	61
	0.8000
	8.51


	ALLELE: DRB1_0408
	Threshold for 3 % with score: 1.2
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	2.8000
	31.82

	2
	VAILAVLLA
	268
	2.7000
	30.68

	3
	LLFLGTVAL
	102
	2.6000
	29.55

	4
	LALLAVTAA
	300
	2.3000
	26.14

	5
	FVALVIVIV
	179
	2.2000
	25.00

	6
	LRLFRVPEL
	285
	2.1000
	23.86

	7
	VIVAGTTLL
	68
	1.9000
	21.59

	8
	LAGIDTGTS
	112
	1.7000
	19.32

	9
	LALLANLFL
	235
	1.6000
	18.18

	10
	VALVIVIVA
	180
	1.4800
	16.82

	11
	IAPLVATGS
	80
	1.4000
	15.91

	12
	FGGMGASRE
	121
	1.3000
	14.77

	13
	FLPWGIAGA
	242
	1.1500
	13.07

	14
	FALSIPAGS
	145
	1.0000
	11.36

	15
	VLAFVALVI
	176
	1.0000
	11.36

	16
	FAAAPVIVA
	63
	0.9800
	11.14

	17
	ITPAGTTIV
	54
	0.9000
	10.23

	18
	LLALLAVTA
	299
	0.9000
	10.23

	19
	LATFEVFLA
	275
	0.8500
	9.66

	20
	LTVLLALLA
	231
	0.8000
	9.09

	21
	WGIAGAAPT
	245
	0.8000
	9.09

	22
	LGALVASTI
	156
	0.7000
	7.95

	23
	VVSLAGVLA
	170
	0.7000
	7.95

	24
	LLALLANLF
	234
	0.7000
	7.95

	25
	IVFAAAPVI
	61
	0.6000
	6.82

	26
	IVAGTTLLI
	69
	0.6000
	6.82

	27
	ILLAVFALS
	140
	0.6000
	6.82

	28
	LVIGMTRQV
	18
	0.5000
	5.68

	29
	LLAVFALSI
	141
	0.5000
	5.68

	30
	LLIAAIAPL
	75
	0.4000
	4.55

	31
	IAAIAPLVA
	77
	0.4000
	4.55


	ALLELE: DRB1_0410
	Threshold for 3 % with score: 2.6
	Highest Score achievable by any peptide: 9.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	4.7000
	50.00

	2
	LLFLGTVAL
	102
	4.6000
	48.94

	3
	LRLFRVPEL
	285
	4.1000
	43.62

	4
	VIVAGTTLL
	68
	3.9000
	41.49

	5
	VAILAVLLA
	268
	3.7000
	39.36

	6
	LALLANLFL
	235
	3.6000
	38.30

	7
	FGGMGASRE
	121
	3.3000
	35.11

	8
	LALLAVTAA
	300
	3.3000
	35.11

	9
	LAVLLATFE
	271
	3.2000
	34.04

	10
	LAGIDTGTS
	112
	2.7000
	28.72

	11
	LLALLANLF
	234
	2.6000
	27.66

	12
	VALVIVIVA
	180
	2.4800
	26.38

	13
	LLIAAIAPL
	75
	2.4000
	25.53

	14
	IAPLVATGS
	80
	2.4000
	25.53

	15
	VIVIVAETG
	183
	2.3000
	24.47

	16
	VIVAETGRL
	185
	2.3000
	24.47

	17
	ITPAGTTIV
	54
	2.2000
	23.40

	18
	LVATGSPLD
	83
	2.2000
	23.40

	19
	VVGLLFLGT
	99
	2.2000
	23.40

	20
	VLAFVALVI
	176
	2.2000
	23.40

	21
	LGALVASTI
	156
	1.9000
	20.21

	22
	LLALLAVTA
	299
	1.9000
	20.21

	23
	LATFEVFLA
	275
	1.8500
	19.68

	24
	LVIGMTRQV
	18
	1.8000
	19.15

	25
	IVFAAAPVI
	61
	1.8000
	19.15

	26
	IVAGTTLLI
	69
	1.8000
	19.15

	27
	VSLAGVLAF
	171
	1.8000
	19.15

	28
	LTVLLALLA
	231
	1.8000
	19.15

	29
	LLAVFALSI
	141
	1.7000
	18.09

	30
	VVSLAGVLA
	170
	1.7000
	18.09

	31
	ILLAVFALS
	140
	1.6000
	17.02


	ALLELE: DRB1_0421
	Threshold for 3 % with score: 2.3
	Highest Score achievable by any peptide: 9


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LLFLGTVAL
	102
	3.5400
	39.33

	2
	FVALVIVIV
	179
	3.1800
	35.33

	3
	FALSIPAGS
	145
	2.9000
	32.22

	4
	VAILAVLLA
	268
	2.9000
	32.22

	5
	MVLEYAGPR
	211
	2.8000
	31.11

	6
	LALLANLFL
	235
	2.7600
	30.67

	7
	IVAGTTLLI
	69
	2.7000
	30.00

	8
	FLGTVALTL
	104
	2.5600
	28.44

	9
	MRLTVLLAL
	229
	2.4600
	27.33

	10
	VIVAGTTLL
	68
	2.3600
	26.22

	11
	LLALLANLF
	234
	2.3000
	25.56

	12
	VSLAGVLAF
	171
	2.2000
	24.44

	13
	LVIVIVAET
	182
	2.1000
	23.33

	14
	LVIGMTRQV
	18
	2.0000
	22.22

	15
	VIVIVAETG
	183
	2.0000
	22.22

	16
	IVFAAAPVI
	61
	1.8000
	20.00

	17
	LAGIDTGTS
	112
	1.7000
	18.89

	18
	LELTMVHEA
	202
	1.7000
	18.89

	19
	LAVTAANFF
	303
	1.7000
	18.89

	20
	LALLAVTAA
	300
	1.6000
	17.78

	21
	LVATGSPLD
	83
	1.5000
	16.67

	22
	WGIAGAAPT
	245
	1.5000
	16.67

	23
	MVHEAMVLE
	206
	1.4800
	16.44

	24
	LRLFRVPEL
	285
	1.4600
	16.22

	25
	ITPAGTTIV
	54
	1.4000
	15.56

	26
	LLIAAIAPL
	75
	1.3600
	15.11

	27
	VVGLLFLGT
	99
	1.2000
	13.33

	28
	LVASTIDHP
	159
	1.2000
	13.33

	29
	VIVAETGRL
	185
	1.1600
	12.89

	30
	IAPLVATGS
	80
	1.1000
	12.22

	31
	FGGMGASRE
	121
	1.1000
	12.22


	ALLELE: DRB1_0423
	Threshold for 3 % with score: 1.68
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.8000
	43.18

	2
	VAILAVLLA
	268
	3.7000
	42.05

	3
	LLFLGTVAL
	102
	3.6000
	40.91

	4
	LALLAVTAA
	300
	3.3000
	37.50

	5
	LRLFRVPEL
	285
	3.1000
	35.23

	6
	VIVAGTTLL
	68
	2.9000
	32.95

	7
	LAGIDTGTS
	112
	2.7000
	30.68

	8
	LALLANLFL
	235
	2.6000
	29.55

	9
	VALVIVIVA
	180
	2.4800
	28.18

	10
	IAPLVATGS
	80
	2.4000
	27.27

	11
	VLAFVALVI
	176
	2.0000
	22.73

	12
	ITPAGTTIV
	54
	1.9000
	21.59

	13
	LLALLAVTA
	299
	1.9000
	21.59

	14
	LATFEVFLA
	275
	1.8500
	21.02

	15
	LTVLLALLA
	231
	1.8000
	20.45

	16
	LGALVASTI
	156
	1.7000
	19.32

	17
	VVSLAGVLA
	170
	1.7000
	19.32

	18
	LLALLANLF
	234
	1.7000
	19.32

	19
	IVFAAAPVI
	61
	1.6000
	18.18

	20
	IVAGTTLLI
	69
	1.6000
	18.18

	21
	ILLAVFALS
	140
	1.6000
	18.18

	22
	LVIGMTRQV
	18
	1.5000
	17.05

	23
	LLAVFALSI
	141
	1.5000
	17.05

	24
	LLIAAIAPL
	75
	1.4000
	15.91

	25
	IAAIAPLVA
	77
	1.4000
	15.91

	26
	VVGLLFLGT
	99
	1.3000
	14.77

	27
	VIVAETGRL
	185
	1.3000
	14.77

	28
	VVAVAAKVA
	261
	1.3000
	14.77

	29
	FVALVIVIV
	179
	1.2000
	13.64

	30
	IVIVAETGR
	184
	1.1000
	12.50

	31
	VIVIVAETG
	183
	1.0000
	11.36


	ALLELE: DRB1_0426
	Threshold for 3 % with score: 1.6
	Highest Score achievable by any peptide: 8.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	2.9000
	33.72

	2
	LLFLGTVAL
	102
	2.5800
	30.00

	3
	FALSIPAGS
	145
	2.5000
	29.07

	4
	FVALVIVIV
	179
	2.1800
	25.35

	5
	IVAGTTLLI
	69
	1.8000
	20.93

	6
	LALLANLFL
	235
	1.8000
	20.93

	7
	LELTMVHEA
	202
	1.7000
	19.77

	8
	FLGTVALTL
	104
	1.6000
	18.60

	9
	LALLAVTAA
	300
	1.6000
	18.60

	10
	MRLTVLLAL
	229
	1.5000
	17.44

	11
	VIVAGTTLL
	68
	1.4000
	16.28

	12
	LVIVIVAET
	182
	1.4000
	16.28

	13
	LAGIDTGTS
	112
	1.3000
	15.12

	14
	MVLEYAGPR
	211
	1.3000
	15.12

	15
	LVIGMTRQV
	18
	1.0000
	11.63

	16
	LTVLLALLA
	231
	1.0000
	11.63

	17
	FAAAPVIVA
	63
	0.9800
	11.40

	18
	IVFAAAPVI
	61
	0.9000
	10.47

	19
	LLALLAVTA
	299
	0.8800
	10.23

	20
	WGIAGAAPT
	245
	0.8000
	9.30

	21
	IAPLVATGS
	80
	0.7000
	8.14

	22
	VVSLAGVLA
	170
	0.6800
	7.91

	23
	ILLAVFALS
	140
	0.6000
	6.98

	24
	VIVIVAETG
	183
	0.6000
	6.98

	25
	IAAIAPLVA
	77
	0.5000
	5.81

	26
	VVGLLFLGT
	99
	0.5000
	5.81

	27
	LRLFRVPEL
	285
	0.5000
	5.81

	28
	LPVDNPATH
	193
	0.4800
	5.58

	29
	ITPAGTTIV
	54
	0.4000
	4.65

	30
	LLIAAIAPL
	75
	0.4000
	4.65

	31
	LVATGSPLD
	83
	0.4000
	4.65


	ALLELE: DRB1_0701
	Threshold for 3 % with score: 4.1
	Highest Score achievable by any peptide: 11.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	MRLTVLLAL
	229
	8.3000
	71.55

	2
	FLGTVALTL
	104
	8.2000
	70.69

	3
	LLAVFALSI
	141
	6.5000
	56.03

	4
	FAVVGLLFL
	97
	6.1000
	52.59

	5
	VLAFVALVI
	176
	5.8000
	50.00

	6
	LRLFRVPEL
	285
	5.7000
	49.14

	7
	IVAGTTLLI
	69
	5.5200
	47.59

	8
	LAGSFLLAL
	294
	5.4000
	46.55

	9
	IVFAAAPVI
	61
	5.1000
	43.97

	10
	LLFLGTVAL
	102
	4.9200
	42.41

	11
	VIVAGTTLL
	68
	4.8200
	41.55

	12
	VMVGAPLVI
	12
	4.6000
	39.66

	13
	LLIAAIAPL
	75
	4.4000
	37.93

	14
	LFAVVGLLF
	96
	4.4000
	37.93

	15
	FVALVIVIV
	179
	4.4000
	37.93

	16
	LAVTAANFF
	303
	4.4000
	37.93

	17
	MGASREITI
	124
	4.3000
	37.07

	18
	LALLANLFL
	235
	4.2000
	36.21

	19
	LVIGMTRQV
	18
	4.1200
	35.52

	20
	VEPTILLAV
	136
	4.1000
	35.34

	21
	VSLAGVLAF
	171
	4.1000
	35.34

	22
	LVIVIVAET
	182
	4.0000
	34.48

	23
	VIVAETGRL
	185
	3.9200
	33.79

	24
	LLATFEVFL
	274
	3.9000
	33.62

	25
	VEWAAGMRL
	223
	3.7000
	31.90

	26
	VLLALLANL
	233
	3.5000
	30.17

	27
	LAFVALVIV
	177
	3.4000
	29.31

	28
	VALVIVIVA
	180
	3.4000
	29.31

	29
	VAVAAKVAI
	262
	3.4000
	29.31

	30
	VLLATFEVF
	273
	3.2000
	27.59

	31
	IAGAAPTAL
	247
	3.0000
	25.86


	ALLELE: DRB1_0703
	Threshold for 3 % with score: 4.0
	Highest Score achievable by any peptide: 11.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	MRLTVLLAL
	229
	8.3000
	71.55

	2
	FLGTVALTL
	104
	8.2000
	70.69

	3
	LLAVFALSI
	141
	6.5000
	56.03

	4
	FAVVGLLFL
	97
	6.1000
	52.59

	5
	VLAFVALVI
	176
	5.8000
	50.00

	6
	LRLFRVPEL
	285
	5.7000
	49.14

	7
	IVAGTTLLI
	69
	5.5200
	47.59

	8
	LAGSFLLAL
	294
	5.4000
	46.55

	9
	IVFAAAPVI
	61
	5.1000
	43.97

	10
	LLFLGTVAL
	102
	4.9200
	42.41

	11
	VIVAGTTLL
	68
	4.8200
	41.55

	12
	VMVGAPLVI
	12
	4.6000
	39.66

	13
	LLIAAIAPL
	75
	4.4000
	37.93

	14
	LFAVVGLLF
	96
	4.4000
	37.93

	15
	FVALVIVIV
	179
	4.4000
	37.93

	16
	LAVTAANFF
	303
	4.4000
	37.93

	17
	MGASREITI
	124
	4.3000
	37.07

	18
	LALLANLFL
	235
	4.2000
	36.21

	19
	LVIGMTRQV
	18
	4.1200
	35.52

	20
	VEPTILLAV
	136
	4.1000
	35.34

	21
	VSLAGVLAF
	171
	4.1000
	35.34

	22
	LVIVIVAET
	182
	4.0000
	34.48

	23
	VIVAETGRL
	185
	3.9200
	33.79

	24
	LLATFEVFL
	274
	3.9000
	33.62

	25
	VEWAAGMRL
	223
	3.7000
	31.90

	26
	VLLALLANL
	233
	3.5000
	30.17

	27
	LAFVALVIV
	177
	3.4000
	29.31

	28
	VALVIVIVA
	180
	3.4000
	29.31

	29
	VAVAAKVAI
	262
	3.4000
	29.31

	30
	VLLATFEVF
	273
	3.2000
	27.59

	31
	IAGAAPTAL
	247
	3.0000
	25.86


	ALLELE: DRB1_0801
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 8.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.8000
	44.19

	2
	FLAKLRLFR
	281
	3.0000
	34.88

	3
	LRLFRVPEL
	285
	2.7000
	31.40

	4
	LLIAAIAPL
	75
	2.2000
	25.58

	5
	FGGMGASRE
	121
	2.1000
	24.42

	6
	VAILAVLLA
	268
	2.1000
	24.42

	7
	WRDLLKQLG
	42
	2.0000
	23.26

	8
	FVALVIVIV
	179
	2.0000
	23.26

	9
	FLPWGIAGA
	242
	2.0000
	23.26

	10
	WEGRAGAGL
	30
	1.9000
	22.09

	11
	FRVPELLAG
	288
	1.9000
	22.09

	12
	FLLALLAVT
	298
	1.9000
	22.09

	13
	WGIAGAAPT
	245
	1.7000
	19.77

	14
	VRARWEGRA
	26
	1.6000
	18.60

	15
	LVIGMTRQV
	18
	1.4000
	16.28

	16
	LLFLGTVAL
	102
	1.2000
	13.95

	17
	FALSIPAGS
	145
	1.2000
	13.95

	18
	VLLALLANL
	233
	1.2000
	13.95

	19
	MRLTVLLAL
	229
	1.1000
	12.79

	20
	VIVAETGRL
	185
	0.9000
	10.47

	21
	MSYLAGAAQ
	0
	0.8000
	9.30

	22
	LKQLGKQQI
	46
	0.8000
	9.30

	23
	MVGAPLVIG
	13
	0.7000
	8.14

	24
	FAVVGLLFL
	97
	0.7000
	8.14

	25
	LFLGTVALT
	103
	0.7000
	8.14

	26
	VALVIVIVA
	180
	0.7000
	8.14

	27
	IVFAAAPVI
	61
	0.6000
	6.98

	28
	VVAVAAKVA
	261
	0.6000
	6.98

	29
	VIGMTRQVR
	19
	0.5000
	5.81

	30
	IVAGTTLLI
	69
	0.5000
	5.81

	31
	VGLLFLGTV
	100
	0.5000
	5.81


	ALLELE: DRB1_0802
	Threshold for 3 % with score: 1.0
	Highest Score achievable by any peptide: 8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLAKLRLFR
	281
	3.0000
	37.50

	2
	LVIVIVAET
	182
	2.9000
	36.25

	3
	VAILAVLLA
	268
	2.1000
	26.25

	4
	FLPWGIAGA
	242
	2.0000
	25.00

	5
	FVALVIVIV
	179
	1.7000
	21.25

	6
	LRLFRVPEL
	285
	1.7000
	21.25

	7
	VRARWEGRA
	26
	1.6000
	20.00

	8
	LLIAAIAPL
	75
	1.2000
	15.00

	9
	FALSIPAGS
	145
	1.2000
	15.00

	10
	LVIGMTRQV
	18
	1.1000
	13.75

	11
	FLLALLAVT
	298
	1.0000
	12.50

	12
	WEGRAGAGL
	30
	0.9000
	11.25

	13
	WGIAGAAPT
	245
	0.8000
	10.00

	14
	WRDLLKQLG
	42
	0.7000
	8.75

	15
	VALVIVIVA
	180
	0.7000
	8.75

	16
	LKQLGKQQI
	46
	0.6000
	7.50

	17
	VVAVAAKVA
	261
	0.6000
	7.50

	18
	FRVPELLAG
	288
	0.6000
	7.50

	19
	VIGMTRQVR
	19
	0.5000
	6.25

	20
	LAGIDTGTS
	112
	0.5000
	6.25

	21
	VAAKVAILA
	264
	0.5000
	6.25

	22
	IVFAAAPVI
	61
	0.4000
	5.00

	23
	FAAAPVIVA
	63
	0.4000
	5.00

	24
	IVAGTTLLI
	69
	0.3000
	3.75

	25
	ILLAVFALS
	140
	0.3000
	3.75

	26
	VGLLFLGTV
	100
	0.2000
	2.50

	27
	LLFLGTVAL
	102
	0.2000
	2.50

	28
	VVSLAGVLA
	170
	0.2000
	2.50

	29
	VLLALLANL
	233
	0.2000
	2.50

	30
	VLTGVVAVA
	257
	0.2000
	2.50

	31
	MRLTVLLAL
	229
	0.1000
	1.25


	ALLELE: DRB1_0804
	Threshold for 3 % with score: 1.6
	Highest Score achievable by any peptide: 8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.9000
	48.75

	2
	VAILAVLLA
	268
	3.1000
	38.75

	3
	LRLFRVPEL
	285
	2.7000
	33.75

	4
	VRARWEGRA
	26
	2.6000
	32.50

	5
	LLIAAIAPL
	75
	2.2000
	27.50

	6
	LVIGMTRQV
	18
	2.1000
	26.25

	7
	FLAKLRLFR
	281
	2.0000
	25.00

	8
	VALVIVIVA
	180
	1.7000
	21.25

	9
	LKQLGKQQI
	46
	1.6000
	20.00

	10
	VVAVAAKVA
	261
	1.6000
	20.00

	11
	VIGMTRQVR
	19
	1.5000
	18.75

	12
	LAGIDTGTS
	112
	1.5000
	18.75

	13
	VAAKVAILA
	264
	1.5000
	18.75

	14
	IVFAAAPVI
	61
	1.4000
	17.50

	15
	IVAGTTLLI
	69
	1.3000
	16.25

	16
	ILLAVFALS
	140
	1.3000
	16.25

	17
	VGLLFLGTV
	100
	1.2000
	15.00

	18
	LLFLGTVAL
	102
	1.2000
	15.00

	19
	VVSLAGVLA
	170
	1.2000
	15.00

	20
	VLLALLANL
	233
	1.2000
	15.00

	21
	VLTGVVAVA
	257
	1.2000
	15.00

	22
	MRLTVLLAL
	229
	1.1000
	13.75

	23
	MSYLAGAAQ
	0
	1.0000
	12.50

	24
	FLPWGIAGA
	242
	1.0000
	12.50

	25
	VLAFVALVI
	176
	0.9000
	11.25

	26
	VIVAETGRL
	185
	0.9000
	11.25

	27
	LTVLLALLA
	231
	0.9000
	11.25

	28
	LFLGTVALT
	103
	0.8000
	10.00

	29
	LEYAGPRLA
	213
	0.8000
	10.00

	30
	LATFEVFLA
	275
	0.8000
	10.00

	31
	LLAVFALSI
	141
	0.7000
	8.75


	ALLELE: DRB1_0806
	Threshold for 3 % with score: 2.4
	Highest Score achievable by any peptide: 8.6


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	4.8000
	55.81

	2
	LRLFRVPEL
	285
	3.7000
	43.02

	3
	LLIAAIAPL
	75
	3.2000
	37.21

	4
	VAILAVLLA
	268
	3.1000
	36.05

	5
	VRARWEGRA
	26
	2.6000
	30.23

	6
	LVIGMTRQV
	18
	2.4000
	27.91

	7
	LLFLGTVAL
	102
	2.2000
	25.58

	8
	VLLALLANL
	233
	2.2000
	25.58

	9
	MRLTVLLAL
	229
	2.1000
	24.42

	10
	FLAKLRLFR
	281
	2.0000
	23.26

	11
	VIVAETGRL
	185
	1.9000
	22.09

	12
	MSYLAGAAQ
	0
	1.8000
	20.93

	13
	LKQLGKQQI
	46
	1.8000
	20.93

	14
	MVGAPLVIG
	13
	1.7000
	19.77

	15
	LFLGTVALT
	103
	1.7000
	19.77

	16
	VALVIVIVA
	180
	1.7000
	19.77

	17
	IVFAAAPVI
	61
	1.6000
	18.60

	18
	VVAVAAKVA
	261
	1.6000
	18.60

	19
	VIGMTRQVR
	19
	1.5000
	17.44

	20
	IVAGTTLLI
	69
	1.5000
	17.44

	21
	VGLLFLGTV
	100
	1.5000
	17.44

	22
	LAGIDTGTS
	112
	1.5000
	17.44

	23
	VSLAGVLAF
	171
	1.5000
	17.44

	24
	VAAKVAILA
	264
	1.5000
	17.44

	25
	ILAVLLATF
	270
	1.4000
	16.28

	26
	ILLAVFALS
	140
	1.3000
	15.12

	27
	VFALSIPAG
	144
	1.3000
	15.12

	28
	VFLAKLRLF
	280
	1.3000
	15.12

	29
	VVSLAGVLA
	170
	1.2000
	13.95

	30
	VLTGVVAVA
	257
	1.2000
	13.95

	31
	LLAVTAANF
	302
	1.2000
	13.95


	ALLELE: DRB1_0813
	Threshold for 3 % with score: 1.9
	Highest Score achievable by any peptide: 8.7


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLAKLRLFR
	281
	3.6000
	41.38

	2
	LVIVIVAET
	182
	2.9000
	33.33

	3
	FVALVIVIV
	179
	2.7000
	31.03

	4
	VAILAVLLA
	268
	2.7000
	31.03

	5
	LALLAVTAA
	300
	2.3000
	26.44

	6
	FLPWGIAGA
	242
	2.0000
	22.99

	7
	LRLFRVPEL
	285
	1.9000
	21.84

	8
	WRDLLKQLG
	42
	1.7000
	19.54

	9
	LKQLGKQQI
	46
	1.6000
	18.39

	10
	VALVIVIVA
	180
	1.5800
	18.16

	11
	VIGMTRQVR
	19
	1.5000
	17.24

	12
	VAAKVAILA
	264
	1.3800
	15.86

	13
	FAAAPVIVA
	63
	1.2800
	14.71

	14
	LLIAAIAPL
	75
	1.2000
	13.79

	15
	LLFLGTVAL
	102
	1.2000
	13.79

	16
	FALSIPAGS
	145
	1.2000
	13.79

	17
	VVSLAGVLA
	170
	1.2000
	13.79

	18
	FRVPELLAG
	288
	1.2000
	13.79

	19
	IAPLVATGS
	80
	1.1000
	12.64

	20
	FLLALLAVT
	298
	1.0000
	11.49

	21
	VRARWEGRA
	26
	0.9000
	10.34

	22
	WEGRAGAGL
	30
	0.9000
	10.34

	23
	IVAGTTLLI
	69
	0.9000
	10.34

	24
	FGGMGASRE
	121
	0.9000
	10.34

	25
	IVIVAETGR
	184
	0.9000
	10.34

	26
	LVIGMTRQV
	18
	0.8000
	9.20

	27
	VIVAGTTLL
	68
	0.8000
	9.20

	28
	WGIAGAAPT
	245
	0.8000
	9.20

	29
	MRLTVLLAL
	229
	0.7000
	8.05

	30
	LATFEVFLA
	275
	0.6500
	7.47

	31
	IVFAAAPVI
	61
	0.6000
	6.90


	ALLELE: DRB1_0817
	Threshold for 3 % with score: 2.8
	Highest Score achievable by any peptide: 10.1


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLAKLRLFR
	281
	4.8000
	47.52

	2
	VAILAVLLA
	268
	3.9000
	38.61

	3
	LRLFRVPEL
	285
	3.8500
	38.12

	4
	LVIVIVAET
	182
	3.8000
	37.62

	5
	FRVPELLAG
	288
	3.7000
	36.63

	6
	MRLTVLLAL
	229
	2.9000
	28.71

	7
	FAVVGLLFL
	97
	2.5000
	24.75

	8
	FVALVIVIV
	179
	2.5000
	24.75

	9
	IVAGTTLLI
	69
	2.3000
	22.77

	10
	VSLAGVLAF
	171
	2.3000
	22.77

	11
	VALVIVIVA
	180
	2.3000
	22.77

	12
	LLIAAIAPL
	75
	2.2000
	21.78

	13
	WRDLLKQLG
	42
	2.1000
	20.79

	14
	FGGMGASRE
	121
	2.1000
	20.79

	15
	VAAKVAILA
	264
	2.1000
	20.79

	16
	FAAAPVIVA
	63
	2.0000
	19.80

	17
	FLPWGIAGA
	242
	2.0000
	19.80

	18
	WEGRAGAGL
	30
	1.9000
	18.81

	19
	VLAFVALVI
	176
	1.9000
	18.81

	20
	FLLALLAVT
	298
	1.9000
	18.81

	21
	VVGLLFLGT
	99
	1.8000
	17.82

	22
	IVFAAAPVI
	61
	1.7500
	17.33

	23
	VRARWEGRA
	26
	1.7000
	16.83

	24
	LLFLGTVAL
	102
	1.7000
	16.83

	25
	FLGTVALTL
	104
	1.7000
	16.83

	26
	LLAVFALSI
	141
	1.7000
	16.83

	27
	LTVLLALLA
	231
	1.7000
	16.83

	28
	WGIAGAAPT
	245
	1.7000
	16.83

	29
	LVIGMTRQV
	18
	1.6000
	15.84

	30
	LALLANLFL
	235
	1.6000
	15.84

	31
	VMVGAPLVI
	12
	1.5000
	14.85


	ALLELE: DRB1_1101
	Threshold for 3 % with score: 1.1
	Highest Score achievable by any peptide: 8.3


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	4.3000
	51.81

	2
	LVIVIVAET
	182
	3.0000
	36.14

	3
	LRLFRVPEL
	285
	2.7500
	33.13

	4
	FVALVIVIV
	179
	2.6000
	31.33

	5
	VALVIVIVA
	180
	2.4000
	28.92

	6
	MRLTVLLAL
	229
	2.3000
	27.71

	7
	LTVLLALLA
	231
	2.1000
	25.30

	8
	FAAAPVIVA
	63
	2.0000
	24.10

	9
	FLAKLRLFR
	281
	2.0000
	24.10

	10
	IAAIAPLVA
	77
	1.9000
	22.89

	11
	FLPWGIAGA
	242
	1.9000
	22.89

	12
	FRVPELLAG
	288
	1.7000
	20.48

	13
	FAVVGLLFL
	97
	1.6000
	19.28

	14
	LLAVFALSI
	141
	1.6000
	19.28

	15
	VLAFVALVI
	176
	1.6000
	19.28

	16
	IVFAAAPVI
	61
	1.5500
	18.67

	17
	FALSIPAGS
	145
	1.5000
	18.07

	18
	IVAGTTLLI
	69
	1.4000
	16.87

	19
	VSLAGVLAF
	171
	1.4000
	16.87

	20
	VVGLLFLGT
	99
	1.3000
	15.66

	21
	VVAVAAKVA
	261
	1.3000
	15.66

	22
	WRDLLKQLG
	42
	1.2000
	14.46

	23
	LLIAAIAPL
	75
	1.2000
	14.46

	24
	LAGIDTGTS
	112
	1.2000
	14.46

	25
	LKQLGKQQI
	46
	1.1000
	13.25

	26
	LLFLGTVAL
	102
	1.1000
	13.25

	27
	FLGTVALTL
	104
	1.1000
	13.25

	28
	VVSLAGVLA
	170
	1.1000
	13.25

	29
	LALLANLFL
	235
	1.0000
	12.05

	30
	LFRVPELLA
	287
	1.0000
	12.05

	31
	FLLALLAVT
	298
	1.0000
	12.05


	ALLELE: DRB1_1102
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 8.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	3.7000
	44.05

	2
	VAILAVLLA
	268
	3.5000
	41.67

	3
	LVIGMTRQV
	18
	3.4000
	40.48

	4
	LVIVIVAET
	182
	2.7000
	32.14

	5
	LEYAGPRLA
	213
	2.6000
	30.95

	6
	LATFEVFLA
	275
	2.6000
	30.95

	7
	LLIAAIAPL
	75
	2.2000
	26.19

	8
	VFLAKLRLF
	280
	2.2000
	26.19

	9
	LKQLGKQQI
	46
	2.1000
	25.00

	10
	IVFAAAPVI
	61
	2.1000
	25.00

	11
	LLFLGTVAL
	102
	1.9000
	22.62

	12
	VVSLAGVLA
	170
	1.9000
	22.62

	13
	VLAFVALVI
	176
	1.9000
	22.62

	14
	VIGMTRQVR
	19
	1.7000
	20.24

	15
	MRLTVLLAL
	229
	1.7000
	20.24

	16
	FLPWGIAGA
	242
	1.7000
	20.24

	17
	LALLAVTAA
	300
	1.7000
	20.24

	18
	IVAGTTLLI
	69
	1.5000
	17.86

	19
	LELTMVHEA
	202
	1.5000
	17.86

	20
	MVGAPLVIG
	13
	1.4000
	16.67

	21
	LLKQLGKQQ
	45
	1.4000
	16.67

	22
	FVALVIVIV
	179
	1.4000
	16.67

	23
	VAVAAKVAI
	262
	1.4000
	16.67

	24
	MTRQVRARW
	22
	1.3000
	15.48

	25
	ILLAVFALS
	140
	1.3000
	15.48

	26
	VSLAGVLAF
	171
	1.3000
	15.48

	27
	LTVLLALLA
	231
	1.3000
	15.48

	28
	LLALLAVTA
	299
	1.3000
	15.48

	29
	VLLALLANL
	233
	1.2000
	14.29

	30
	VVAVAAKVA
	261
	1.2000
	14.29

	31
	FLAKLRLFR
	281
	1.2000
	14.29


	ALLELE: DRB1_1104
	Threshold for 3 % with score: 2.0
	Highest Score achievable by any peptide: 8.3


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	5.3000
	63.86

	2
	LVIVIVAET
	182
	4.0000
	48.19

	3
	LRLFRVPEL
	285
	3.7500
	45.18

	4
	VALVIVIVA
	180
	3.4000
	40.96

	5
	MRLTVLLAL
	229
	3.3000
	39.76

	6
	LTVLLALLA
	231
	3.1000
	37.35

	7
	IAAIAPLVA
	77
	2.9000
	34.94

	8
	LLAVFALSI
	141
	2.6000
	31.33

	9
	VLAFVALVI
	176
	2.6000
	31.33

	10
	IVFAAAPVI
	61
	2.5500
	30.72

	11
	IVAGTTLLI
	69
	2.4000
	28.92

	12
	VSLAGVLAF
	171
	2.4000
	28.92

	13
	VVGLLFLGT
	99
	2.3000
	27.71

	14
	VVAVAAKVA
	261
	2.3000
	27.71

	15
	LLIAAIAPL
	75
	2.2000
	26.51

	16
	LAGIDTGTS
	112
	2.2000
	26.51

	17
	LKQLGKQQI
	46
	2.1000
	25.30

	18
	LLFLGTVAL
	102
	2.1000
	25.30

	19
	VVSLAGVLA
	170
	2.1000
	25.30

	20
	LALLANLFL
	235
	2.0000
	24.10

	21
	LFRVPELLA
	287
	2.0000
	24.10

	22
	LALLAVTAA
	300
	2.0000
	24.10

	23
	VGLLFLGTV
	100
	1.7000
	20.48

	24
	VMVGAPLVI
	12
	1.6000
	19.28

	25
	LVIGMTRQV
	18
	1.6000
	19.28

	26
	FVALVIVIV
	179
	1.6000
	19.28

	27
	VFALSIPAG
	144
	1.5500
	18.67

	28
	LELTMVHEA
	202
	1.5000
	18.07

	29
	LLALLAVTA
	299
	1.5000
	18.07

	30
	MSYLAGAAQ
	0
	1.4000
	16.87

	31
	LVEPTILLA
	135
	1.4000
	16.87


	ALLELE: DRB1_1106
	Threshold for 3 % with score: 2.0
	Highest Score achievable by any peptide: 8.3


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	5.3000
	63.86

	2
	LVIVIVAET
	182
	4.0000
	48.19

	3
	LRLFRVPEL
	285
	3.7500
	45.18

	4
	VALVIVIVA
	180
	3.4000
	40.96

	5
	MRLTVLLAL
	229
	3.3000
	39.76

	6
	LTVLLALLA
	231
	3.1000
	37.35

	7
	IAAIAPLVA
	77
	2.9000
	34.94

	8
	LLAVFALSI
	141
	2.6000
	31.33

	9
	VLAFVALVI
	176
	2.6000
	31.33

	10
	IVFAAAPVI
	61
	2.5500
	30.72

	11
	IVAGTTLLI
	69
	2.4000
	28.92

	12
	VSLAGVLAF
	171
	2.4000
	28.92

	13
	VVGLLFLGT
	99
	2.3000
	27.71

	14
	VVAVAAKVA
	261
	2.3000
	27.71

	15
	LLIAAIAPL
	75
	2.2000
	26.51

	16
	LAGIDTGTS
	112
	2.2000
	26.51

	17
	LKQLGKQQI
	46
	2.1000
	25.30

	18
	LLFLGTVAL
	102
	2.1000
	25.30

	19
	VVSLAGVLA
	170
	2.1000
	25.30

	20
	LALLANLFL
	235
	2.0000
	24.10

	21
	LFRVPELLA
	287
	2.0000
	24.10

	22
	LALLAVTAA
	300
	2.0000
	24.10

	23
	VGLLFLGTV
	100
	1.7000
	20.48

	24
	VMVGAPLVI
	12
	1.6000
	19.28

	25
	LVIGMTRQV
	18
	1.6000
	19.28

	26
	FVALVIVIV
	179
	1.6000
	19.28

	27
	VFALSIPAG
	144
	1.5500
	18.67

	28
	LELTMVHEA
	202
	1.5000
	18.07

	29
	LLALLAVTA
	299
	1.5000
	18.07

	30
	MSYLAGAAQ
	0
	1.4000
	16.87

	31
	LVEPTILLA
	135
	1.4000
	16.87


	ALLELE: DRB1_1107
	Threshold for 3 % with score: 2.1
	Highest Score achievable by any peptide: 9.1


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.6000
	39.56

	2
	LVIGMTRQV
	18
	3.3000
	36.26

	3
	IVFAAAPVI
	61
	3.3000
	36.26

	4
	IVAGTTLLI
	69
	3.3000
	36.26

	5
	LRLFRVPEL
	285
	3.1000
	34.07

	6
	VAILAVLLA
	268
	2.9000
	31.87

	7
	LPVDNPATH
	193
	2.8800
	31.65

	8
	VLTGVVAVA
	257
	2.7000
	29.67

	9
	VALVIVIVA
	180
	2.6000
	28.57

	10
	VMVGAPLVI
	12
	2.5000
	27.47

	11
	LFLGTVALT
	103
	2.3000
	25.27

	12
	LAGIDTGTS
	112
	2.3000
	25.27

	13
	LLIAAIAPL
	75
	2.2000
	24.18

	14
	LALLAVTAA
	300
	2.1000
	23.08

	15
	LKQLGKQQI
	46
	2.0000
	21.98

	16
	FALSIPAGS
	145
	1.9000
	20.88

	17
	LLFLGTVAL
	102
	1.8000
	19.78

	18
	VVSLAGVLA
	170
	1.8000
	19.78

	19
	MVGAPLVIG
	13
	1.7000
	18.68

	20
	VAVAAKVAI
	262
	1.7000
	18.68

	21
	LVASTIDHP
	159
	1.6000
	17.58

	22
	MRLTVLLAL
	229
	1.6000
	17.58

	23
	VIVAETGRL
	185
	1.5000
	16.48

	24
	VIVAGTTLL
	68
	1.3000
	14.29

	25
	ILLAVFALS
	140
	1.3000
	14.29

	26
	FVALVIVIV
	179
	1.3000
	14.29

	27
	VIGMTRQVR
	19
	1.2000
	13.19

	28
	IAAIAPLVA
	77
	1.2000
	13.19

	29
	VFALSIPAG
	144
	1.2000
	13.19

	30
	MVLEYAGPR
	211
	1.2000
	13.19

	31
	VLLALLANL
	233
	1.2000
	13.19


	ALLELE: DRB1_1114
	Threshold for 3 % with score: 1.3
	Highest Score achievable by any peptide: 8.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLPWGIAGA
	242
	2.7000
	32.14

	2
	LRLFRVPEL
	285
	2.7000
	32.14

	3
	VAILAVLLA
	268
	2.5000
	29.76

	4
	LVIGMTRQV
	18
	2.4000
	28.57

	5
	FVALVIVIV
	179
	2.4000
	28.57

	6
	FLAKLRLFR
	281
	2.2000
	26.19

	7
	LVIVIVAET
	182
	1.7000
	20.24

	8
	FALSIPAGS
	145
	1.6000
	19.05

	9
	LEYAGPRLA
	213
	1.6000
	19.05

	10
	LATFEVFLA
	275
	1.6000
	19.05

	11
	WRDLLKQLG
	42
	1.2000
	14.29

	12
	LLIAAIAPL
	75
	1.2000
	14.29

	13
	VFLAKLRLF
	280
	1.2000
	14.29

	14
	LKQLGKQQI
	46
	1.1000
	13.10

	15
	IVFAAAPVI
	61
	1.1000
	13.10

	16
	FLLALLAVT
	298
	1.0000
	11.90

	17
	LLFLGTVAL
	102
	0.9000
	10.71

	18
	VVSLAGVLA
	170
	0.9000
	10.71

	19
	VLAFVALVI
	176
	0.9000
	10.71

	20
	WGIAGAAPT
	245
	0.8000
	9.52

	21
	FRVPELLAG
	288
	0.8000
	9.52

	22
	VIGMTRQVR
	19
	0.7000
	8.33

	23
	FAAAPVIVA
	63
	0.7000
	8.33

	24
	MRLTVLLAL
	229
	0.7000
	8.33

	25
	LALLAVTAA
	300
	0.7000
	8.33

	26
	IVAGTTLLI
	69
	0.5000
	5.95

	27
	LELTMVHEA
	202
	0.5000
	5.95

	28
	MVGAPLVIG
	13
	0.4000
	4.76

	29
	LLKQLGKQQ
	45
	0.4000
	4.76

	30
	VAVAAKVAI
	262
	0.4000
	4.76

	31
	FEVFLAKLR
	278
	0.4000
	4.76


	ALLELE: DRB1_1120
	Threshold for 3 % with score: 2.1
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLAKLRLFR
	281
	3.7000
	42.05

	2
	LRLFRVPEL
	285
	3.6600
	41.59

	3
	LVIGMTRQV
	18
	3.4000
	38.64

	4
	FVALVIVIV
	179
	3.4000
	38.64

	5
	VFLAKLRLF
	280
	3.1000
	35.23

	6
	FLPWGIAGA
	242
	2.7000
	30.68

	7
	WRDLLKQLG
	42
	2.6000
	29.55

	8
	VAILAVLLA
	268
	2.5000
	28.41

	9
	LVIVIVAET
	182
	2.4000
	27.27

	10
	VIGMTRQVR
	19
	2.2000
	25.00

	11
	VSLAGVLAF
	171
	2.2000
	25.00

	12
	FRVPELLAG
	288
	2.2000
	25.00

	13
	LLIAAIAPL
	75
	2.1600
	24.55

	14
	LKQLGKQQI
	46
	2.0000
	22.73

	15
	IVFAAAPVI
	61
	2.0000
	22.73

	16
	FALSIPAGS
	145
	2.0000
	22.73

	17
	FEVFLAKLR
	278
	1.9000
	21.59

	18
	LLFLGTVAL
	102
	1.8600
	21.14

	19
	MVGAPLVIG
	13
	1.8000
	20.45

	20
	VLAFVALVI
	176
	1.8000
	20.45

	21
	FLLALLAVT
	298
	1.7000
	19.32

	22
	MRLTVLLAL
	229
	1.6600
	18.86

	23
	LEYAGPRLA
	213
	1.6000
	18.18

	24
	LATFEVFLA
	275
	1.6000
	18.18

	25
	WGIAGAAPT
	245
	1.5000
	17.05

	26
	IVAGTTLLI
	69
	1.4000
	15.91

	27
	LLALLANLF
	234
	1.4000
	15.91

	28
	VAVAAKVAI
	262
	1.3000
	14.77

	29
	VLLALLANL
	233
	1.1600
	13.18

	30
	VVSLAGVLA
	170
	0.9000
	10.23

	31
	VFALSIPAG
	144
	0.8000
	9.09


	ALLELE: DRB1_1121
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 8.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	3.7000
	44.05

	2
	VAILAVLLA
	268
	3.5000
	41.67

	3
	LVIGMTRQV
	18
	3.4000
	40.48

	4
	LVIVIVAET
	182
	2.7000
	32.14

	5
	LEYAGPRLA
	213
	2.6000
	30.95

	6
	LATFEVFLA
	275
	2.6000
	30.95

	7
	LLIAAIAPL
	75
	2.2000
	26.19

	8
	VFLAKLRLF
	280
	2.2000
	26.19

	9
	LKQLGKQQI
	46
	2.1000
	25.00

	10
	IVFAAAPVI
	61
	2.1000
	25.00

	11
	LLFLGTVAL
	102
	1.9000
	22.62

	12
	VVSLAGVLA
	170
	1.9000
	22.62

	13
	VLAFVALVI
	176
	1.9000
	22.62

	14
	VIGMTRQVR
	19
	1.7000
	20.24

	15
	MRLTVLLAL
	229
	1.7000
	20.24

	16
	FLPWGIAGA
	242
	1.7000
	20.24

	17
	LALLAVTAA
	300
	1.7000
	20.24

	18
	IVAGTTLLI
	69
	1.5000
	17.86

	19
	LELTMVHEA
	202
	1.5000
	17.86

	20
	MVGAPLVIG
	13
	1.4000
	16.67

	21
	LLKQLGKQQ
	45
	1.4000
	16.67

	22
	FVALVIVIV
	179
	1.4000
	16.67

	23
	VAVAAKVAI
	262
	1.4000
	16.67

	24
	MTRQVRARW
	22
	1.3000
	15.48

	25
	ILLAVFALS
	140
	1.3000
	15.48

	26
	VSLAGVLAF
	171
	1.3000
	15.48

	27
	LTVLLALLA
	231
	1.3000
	15.48

	28
	LLALLAVTA
	299
	1.3000
	15.48

	29
	VLLALLANL
	233
	1.2000
	14.29

	30
	VVAVAAKVA
	261
	1.2000
	14.29

	31
	FLAKLRLFR
	281
	1.2000
	14.29


	ALLELE: DRB1_1128
	Threshold for 3 % with score: 2.15
	Highest Score achievable by any peptide: 8.7


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	4.3000
	49.43

	2
	LRLFRVPEL
	285
	3.7100
	42.64

	3
	LVIVIVAET
	182
	3.7000
	42.53

	4
	FVALVIVIV
	179
	3.6000
	41.38

	5
	FLAKLRLFR
	281
	3.5000
	40.23

	6
	VSLAGVLAF
	171
	3.3000
	37.93

	7
	MRLTVLLAL
	229
	3.2600
	37.47

	8
	FRVPELLAG
	288
	3.1000
	35.63

	9
	WRDLLKQLG
	42
	2.6000
	29.89

	10
	FAVVGLLFL
	97
	2.5600
	29.43

	11
	LLAVFALSI
	141
	2.5000
	28.74

	12
	VLAFVALVI
	176
	2.5000
	28.74

	13
	IVFAAAPVI
	61
	2.4500
	28.16

	14
	VALVIVIVA
	180
	2.4000
	27.59

	15
	IVAGTTLLI
	69
	2.3000
	26.44

	16
	LLIAAIAPL
	75
	2.1600
	24.83

	17
	LTVLLALLA
	231
	2.1000
	24.14

	18
	LLFLGTVAL
	102
	2.0600
	23.68

	19
	FLGTVALTL
	104
	2.0600
	23.68

	20
	LKQLGKQQI
	46
	2.0000
	22.99

	21
	FAAAPVIVA
	63
	2.0000
	22.99

	22
	VVGLLFLGT
	99
	2.0000
	22.99

	23
	LALLANLFL
	235
	1.9600
	22.53

	24
	VFALSIPAG
	144
	1.9500
	22.41

	25
	IAAIAPLVA
	77
	1.9000
	21.84

	26
	LFAVVGLLF
	96
	1.9000
	21.84

	27
	FALSIPAGS
	145
	1.9000
	21.84

	28
	FLPWGIAGA
	242
	1.9000
	21.84

	29
	VIGMTRQVR
	19
	1.7000
	19.54

	30
	VGLLFLGTV
	100
	1.7000
	19.54

	31
	FLLALLAVT
	298
	1.7000
	19.54


	ALLELE: DRB1_1301
	Threshold for 3 % with score: 2.6
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	4.6600
	52.95

	2
	LVIGMTRQV
	18
	4.4000
	50.00

	3
	VFLAKLRLF
	280
	4.1000
	46.59

	4
	VAILAVLLA
	268
	3.5000
	39.77

	5
	LVIVIVAET
	182
	3.4000
	38.64

	6
	VIGMTRQVR
	19
	3.2000
	36.36

	7
	VSLAGVLAF
	171
	3.2000
	36.36

	8
	LLIAAIAPL
	75
	3.1600
	35.91

	9
	LKQLGKQQI
	46
	3.0000
	34.09

	10
	IVFAAAPVI
	61
	3.0000
	34.09

	11
	LLFLGTVAL
	102
	2.8600
	32.50

	12
	MVGAPLVIG
	13
	2.8000
	31.82

	13
	VLAFVALVI
	176
	2.8000
	31.82

	14
	FLAKLRLFR
	281
	2.7000
	30.68

	15
	MRLTVLLAL
	229
	2.6600
	30.23

	16
	LEYAGPRLA
	213
	2.6000
	29.55

	17
	LATFEVFLA
	275
	2.6000
	29.55

	18
	IVAGTTLLI
	69
	2.4000
	27.27

	19
	FVALVIVIV
	179
	2.4000
	27.27

	20
	LLALLANLF
	234
	2.4000
	27.27

	21
	VAVAAKVAI
	262
	2.3000
	26.14

	22
	VLLALLANL
	233
	2.1600
	24.55

	23
	VVSLAGVLA
	170
	1.9000
	21.59

	24
	VFALSIPAG
	144
	1.8000
	20.45

	25
	ILLAVFALS
	140
	1.7000
	19.32

	26
	FLPWGIAGA
	242
	1.7000
	19.32

	27
	LALLAVTAA
	300
	1.7000
	19.32

	28
	VMVGAPLVI
	12
	1.6000
	18.18

	29
	WRDLLKQLG
	42
	1.6000
	18.18

	30
	VFAAAPVIV
	62
	1.5000
	17.05

	31
	LELTMVHEA
	202
	1.5000
	17.05


	ALLELE: DRB1_1302
	Threshold for 3 % with score: 2.1
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLAKLRLFR
	281
	3.7000
	42.05

	2
	LRLFRVPEL
	285
	3.6600
	41.59

	3
	LVIGMTRQV
	18
	3.4000
	38.64

	4
	FVALVIVIV
	179
	3.4000
	38.64

	5
	VFLAKLRLF
	280
	3.1000
	35.23

	6
	FLPWGIAGA
	242
	2.7000
	30.68

	7
	WRDLLKQLG
	42
	2.6000
	29.55

	8
	VAILAVLLA
	268
	2.5000
	28.41

	9
	LVIVIVAET
	182
	2.4000
	27.27

	10
	VIGMTRQVR
	19
	2.2000
	25.00

	11
	VSLAGVLAF
	171
	2.2000
	25.00

	12
	FRVPELLAG
	288
	2.2000
	25.00

	13
	LLIAAIAPL
	75
	2.1600
	24.55

	14
	LKQLGKQQI
	46
	2.0000
	22.73

	15
	IVFAAAPVI
	61
	2.0000
	22.73

	16
	FALSIPAGS
	145
	2.0000
	22.73

	17
	FEVFLAKLR
	278
	1.9000
	21.59

	18
	LLFLGTVAL
	102
	1.8600
	21.14

	19
	MVGAPLVIG
	13
	1.8000
	20.45

	20
	VLAFVALVI
	176
	1.8000
	20.45

	21
	FLLALLAVT
	298
	1.7000
	19.32

	22
	MRLTVLLAL
	229
	1.6600
	18.86

	23
	LEYAGPRLA
	213
	1.6000
	18.18

	24
	LATFEVFLA
	275
	1.6000
	18.18

	25
	WGIAGAAPT
	245
	1.5000
	17.05

	26
	IVAGTTLLI
	69
	1.4000
	15.91

	27
	LLALLANLF
	234
	1.4000
	15.91

	28
	VAVAAKVAI
	262
	1.3000
	14.77

	29
	VLLALLANL
	233
	1.1600
	13.18

	30
	VVSLAGVLA
	170
	0.9000
	10.23

	31
	VFALSIPAG
	144
	0.8000
	9.09


	ALLELE: DRB1_1304
	Threshold for 3 % with score: 2.6
	Highest Score achievable by any peptide: 9


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	4.7000
	52.22

	2
	LVIGMTRQV
	18
	3.7000
	41.11

	3
	LVIVIVAET
	182
	3.6000
	40.00

	4
	VAILAVLLA
	268
	3.5000
	38.89

	5
	LLIAAIAPL
	75
	3.2000
	35.56

	6
	VFLAKLRLF
	280
	3.1000
	34.44

	7
	LLFLGTVAL
	102
	2.9000
	32.22

	8
	MVGAPLVIG
	13
	2.7000
	30.00

	9
	MRLTVLLAL
	229
	2.7000
	30.00

	10
	LEYAGPRLA
	213
	2.6000
	28.89

	11
	LATFEVFLA
	275
	2.6000
	28.89

	12
	LKQLGKQQI
	46
	2.3000
	25.56

	13
	IVFAAAPVI
	61
	2.3000
	25.56

	14
	MTRQVRARW
	22
	2.2000
	24.44

	15
	LLKQLGKQQ
	45
	2.2000
	24.44

	16
	VSLAGVLAF
	171
	2.2000
	24.44

	17
	VLLALLANL
	233
	2.2000
	24.44

	18
	VLAFVALVI
	176
	2.1000
	23.33

	19
	VVSLAGVLA
	170
	1.9000
	21.11

	20
	VIGMTRQVR
	19
	1.7000
	18.89

	21
	IVAGTTLLI
	69
	1.7000
	18.89

	22
	VFALSIPAG
	144
	1.7000
	18.89

	23
	FVALVIVIV
	179
	1.7000
	18.89

	24
	FLPWGIAGA
	242
	1.7000
	18.89

	25
	LALLAVTAA
	300
	1.7000
	18.89

	26
	VAVAAKVAI
	262
	1.6000
	17.78

	27
	MSYLAGAAQ
	0
	1.5000
	16.67

	28
	WRDLLKQLG
	42
	1.5000
	16.67

	29
	VIVAGTTLL
	68
	1.5000
	16.67

	30
	LELTMVHEA
	202
	1.5000
	16.67

	31
	MVHEAMVLE
	206
	1.5000
	16.67


	ALLELE: DRB1_1305
	Threshold for 3 % with score: 2.2
	Highest Score achievable by any peptide: 8.7


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	4.3000
	49.43

	2
	LRLFRVPEL
	285
	3.7100
	42.64

	3
	LVIVIVAET
	182
	3.7000
	42.53

	4
	FVALVIVIV
	179
	3.6000
	41.38

	5
	FLAKLRLFR
	281
	3.5000
	40.23

	6
	VSLAGVLAF
	171
	3.3000
	37.93

	7
	MRLTVLLAL
	229
	3.2600
	37.47

	8
	FRVPELLAG
	288
	3.1000
	35.63

	9
	WRDLLKQLG
	42
	2.6000
	29.89

	10
	FAVVGLLFL
	97
	2.5600
	29.43

	11
	LLAVFALSI
	141
	2.5000
	28.74

	12
	VLAFVALVI
	176
	2.5000
	28.74

	13
	IVFAAAPVI
	61
	2.4500
	28.16

	14
	VALVIVIVA
	180
	2.4000
	27.59

	15
	IVAGTTLLI
	69
	2.3000
	26.44

	16
	LLIAAIAPL
	75
	2.1600
	24.83

	17
	LTVLLALLA
	231
	2.1000
	24.14

	18
	LLFLGTVAL
	102
	2.0600
	23.68

	19
	FLGTVALTL
	104
	2.0600
	23.68

	20
	LKQLGKQQI
	46
	2.0000
	22.99

	21
	FAAAPVIVA
	63
	2.0000
	22.99

	22
	VVGLLFLGT
	99
	2.0000
	22.99

	23
	LALLANLFL
	235
	1.9600
	22.53

	24
	VFALSIPAG
	144
	1.9500
	22.41

	25
	IAAIAPLVA
	77
	1.9000
	21.84

	26
	LFAVVGLLF
	96
	1.9000
	21.84

	27
	FALSIPAGS
	145
	1.9000
	21.84

	28
	FLPWGIAGA
	242
	1.9000
	21.84

	29
	VIGMTRQVR
	19
	1.7000
	19.54

	30
	VGLLFLGTV
	100
	1.7000
	19.54

	31
	FLLALLAVT
	298
	1.7000
	19.54


	ALLELE: DRB1_1307
	Threshold for 3 % with score: 0.6
	Highest Score achievable by any peptide: 6.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LVIVIVAET
	182
	3.0000
	44.12

	2
	VAILAVLLA
	268
	2.5000
	36.76

	3
	FVALVIVIV
	179
	2.1000
	30.88

	4
	FLPWGIAGA
	242
	1.9000
	27.94

	5
	LRLFRVPEL
	285
	1.6000
	23.53

	6
	FALSIPAGS
	145
	1.5000
	22.06

	7
	LLIAAIAPL
	75
	1.2000
	17.65

	8
	WRDLLKQLG
	42
	1.1000
	16.18

	9
	LAGIDTGTS
	112
	1.1000
	16.18

	10
	LKQLGKQQI
	46
	1.0000
	14.71

	11
	FLLALLAVT
	298
	1.0000
	14.71

	12
	VALVIVIVA
	180
	0.8000
	11.76

	13
	WGIAGAAPT
	245
	0.8000
	11.76

	14
	VVAVAAKVA
	261
	0.7000
	10.29

	15
	VGLLFLGTV
	100
	0.6000
	8.82

	16
	LLFLGTVAL
	102
	0.6000
	8.82

	17
	VVSLAGVLA
	170
	0.6000
	8.82

	18
	MRLTVLLAL
	229
	0.5000
	7.35

	19
	MSYLAGAAQ
	0
	0.4000
	5.88

	20
	LVIGMTRQV
	18
	0.4000
	5.88

	21
	IVFAAAPVI
	61
	0.4000
	5.88

	22
	FAAAPVIVA
	63
	0.4000
	5.88

	23
	ILLAVFALS
	140
	0.3000
	4.41

	24
	LTVLLALLA
	231
	0.3000
	4.41

	25
	VLLALLANL
	233
	0.2000
	2.94

	26
	FLAKLRLFR
	281
	0.2000
	2.94

	27
	VIGMTRQVR
	19
	0.1000
	1.47

	28
	IAAIAPLVA
	77
	0.1000
	1.47

	29
	VIVAETGRL
	185
	-0.1000
	0


	ALLELE: DRB1_1311
	Threshold for 3 % with score: 2.0
	Highest Score achievable by any peptide: 8.3


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	5.3000
	63.86

	2
	LVIVIVAET
	182
	4.0000
	48.19

	3
	LRLFRVPEL
	285
	3.7500
	45.18

	4
	VALVIVIVA
	180
	3.4000
	40.96

	5
	MRLTVLLAL
	229
	3.3000
	39.76

	6
	LTVLLALLA
	231
	3.1000
	37.35

	7
	IAAIAPLVA
	77
	2.9000
	34.94

	8
	LLAVFALSI
	141
	2.6000
	31.33

	9
	VLAFVALVI
	176
	2.6000
	31.33

	10
	IVFAAAPVI
	61
	2.5500
	30.72

	11
	IVAGTTLLI
	69
	2.4000
	28.92

	12
	VSLAGVLAF
	171
	2.4000
	28.92

	13
	VVGLLFLGT
	99
	2.3000
	27.71

	14
	VVAVAAKVA
	261
	2.3000
	27.71

	15
	LLIAAIAPL
	75
	2.2000
	26.51

	16
	LAGIDTGTS
	112
	2.2000
	26.51

	17
	LKQLGKQQI
	46
	2.1000
	25.30

	18
	LLFLGTVAL
	102
	2.1000
	25.30

	19
	VVSLAGVLA
	170
	2.1000
	25.30

	20
	LALLANLFL
	235
	2.0000
	24.10

	21
	LFRVPELLA
	287
	2.0000
	24.10

	22
	LALLAVTAA
	300
	2.0000
	24.10

	23
	VGLLFLGTV
	100
	1.7000
	20.48

	24
	VMVGAPLVI
	12
	1.6000
	19.28

	25
	LVIGMTRQV
	18
	1.6000
	19.28

	26
	FVALVIVIV
	179
	1.6000
	19.28

	27
	VFALSIPAG
	144
	1.5500
	18.67

	28
	LELTMVHEA
	202
	1.5000
	18.07

	29
	LLALLAVTA
	299
	1.5000
	18.07

	30
	MSYLAGAAQ
	0
	1.4000
	16.87

	31
	LVEPTILLA
	135
	1.4000
	16.87


	ALLELE: DRB1_1321
	Threshold for 3 % with score: 2.2
	Highest Score achievable by any peptide: 8.9


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	VAILAVLLA
	268
	4.3000
	48.31

	2
	LVIVIVAET
	182
	3.9000
	43.82

	3
	LRLFRVPEL
	285
	3.7500
	42.13

	4
	MRLTVLLAL
	229
	3.3000
	37.08

	5
	FRVPELLAG
	288
	3.0000
	33.71

	6
	FVALVIVIV
	179
	2.9000
	32.58

	7
	FAVVGLLFL
	97
	2.6000
	29.21

	8
	WRDLLKQLG
	42
	2.5000
	28.09

	9
	VALVIVIVA
	180
	2.4000
	26.97

	10
	VSLAGVLAF
	171
	2.3000
	25.84

	11
	LLIAAIAPL
	75
	2.2000
	24.72

	12
	VVGLLFLGT
	99
	2.2000
	24.72

	13
	LLFLGTVAL
	102
	2.1000
	23.60

	14
	FLGTVALTL
	104
	2.1000
	23.60

	15
	LTVLLALLA
	231
	2.1000
	23.60

	16
	FAAAPVIVA
	63
	2.0000
	22.47

	17
	LALLANLFL
	235
	2.0000
	22.47

	18
	FLAKLRLFR
	281
	2.0000
	22.47

	19
	IAAIAPLVA
	77
	1.9000
	21.35

	20
	FLPWGIAGA
	242
	1.9000
	21.35

	21
	FLLALLAVT
	298
	1.9000
	21.35

	22
	VFALSIPAG
	144
	1.8500
	20.79

	23
	LLAVFALSI
	141
	1.8000
	20.22

	24
	VLAFVALVI
	176
	1.8000
	20.22

	25
	IVFAAAPVI
	61
	1.7500
	19.66

	26
	FGGMGASRE
	121
	1.7000
	19.10

	27
	WGIAGAAPT
	245
	1.7000
	19.10

	28
	IVAGTTLLI
	69
	1.6000
	17.98

	29
	FALSIPAGS
	145
	1.5000
	16.85

	30
	VHEAMVLEY
	207
	1.4000
	15.73

	31
	LVATGSPLD
	83
	1.3500
	15.17


	ALLELE: DRB1_1322
	Threshold for 3 % with score: 1.8
	Highest Score achievable by any peptide: 8.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	3.7000
	44.05

	2
	VAILAVLLA
	268
	3.5000
	41.67

	3
	LVIGMTRQV
	18
	3.4000
	40.48

	4
	LVIVIVAET
	182
	2.7000
	32.14

	5
	LEYAGPRLA
	213
	2.6000
	30.95

	6
	LATFEVFLA
	275
	2.6000
	30.95

	7
	LLIAAIAPL
	75
	2.2000
	26.19

	8
	VFLAKLRLF
	280
	2.2000
	26.19

	9
	LKQLGKQQI
	46
	2.1000
	25.00

	10
	IVFAAAPVI
	61
	2.1000
	25.00

	11
	LLFLGTVAL
	102
	1.9000
	22.62

	12
	VVSLAGVLA
	170
	1.9000
	22.62

	13
	VLAFVALVI
	176
	1.9000
	22.62

	14
	VIGMTRQVR
	19
	1.7000
	20.24

	15
	MRLTVLLAL
	229
	1.7000
	20.24

	16
	FLPWGIAGA
	242
	1.7000
	20.24

	17
	LALLAVTAA
	300
	1.7000
	20.24

	18
	IVAGTTLLI
	69
	1.5000
	17.86

	19
	LELTMVHEA
	202
	1.5000
	17.86

	20
	MVGAPLVIG
	13
	1.4000
	16.67

	21
	LLKQLGKQQ
	45
	1.4000
	16.67

	22
	FVALVIVIV
	179
	1.4000
	16.67

	23
	VAVAAKVAI
	262
	1.4000
	16.67

	24
	MTRQVRARW
	22
	1.3000
	15.48

	25
	ILLAVFALS
	140
	1.3000
	15.48

	26
	VSLAGVLAF
	171
	1.3000
	15.48

	27
	LTVLLALLA
	231
	1.3000
	15.48

	28
	LLALLAVTA
	299
	1.3000
	15.48

	29
	VLLALLANL
	233
	1.2000
	14.29

	30
	VVAVAAKVA
	261
	1.2000
	14.29

	31
	FLAKLRLFR
	281
	1.2000
	14.29


	ALLELE: DRB1_1323
	Threshold for 3 % with score: 1.3
	Highest Score achievable by any peptide: 8.4


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	FLPWGIAGA
	242
	2.7000
	32.14

	2
	LRLFRVPEL
	285
	2.7000
	32.14

	3
	VAILAVLLA
	268
	2.5000
	29.76

	4
	LVIGMTRQV
	18
	2.4000
	28.57

	5
	FVALVIVIV
	179
	2.4000
	28.57

	6
	FLAKLRLFR
	281
	2.2000
	26.19

	7
	LVIVIVAET
	182
	1.7000
	20.24

	8
	FALSIPAGS
	145
	1.6000
	19.05

	9
	LEYAGPRLA
	213
	1.6000
	19.05

	10
	LATFEVFLA
	275
	1.6000
	19.05

	11
	WRDLLKQLG
	42
	1.2000
	14.29

	12
	LLIAAIAPL
	75
	1.2000
	14.29

	13
	VFLAKLRLF
	280
	1.2000
	14.29

	14
	LKQLGKQQI
	46
	1.1000
	13.10

	15
	IVFAAAPVI
	61
	1.1000
	13.10

	16
	FLLALLAVT
	298
	1.0000
	11.90

	17
	LLFLGTVAL
	102
	0.9000
	10.71

	18
	VVSLAGVLA
	170
	0.9000
	10.71

	19
	VLAFVALVI
	176
	0.9000
	10.71

	20
	WGIAGAAPT
	245
	0.8000
	9.52

	21
	FRVPELLAG
	288
	0.8000
	9.52

	22
	VIGMTRQVR
	19
	0.7000
	8.33

	23
	FAAAPVIVA
	63
	0.7000
	8.33

	24
	MRLTVLLAL
	229
	0.7000
	8.33

	25
	LALLAVTAA
	300
	0.7000
	8.33

	26
	IVAGTTLLI
	69
	0.5000
	5.95

	27
	LELTMVHEA
	202
	0.5000
	5.95

	28
	MVGAPLVIG
	13
	0.4000
	4.76

	29
	LLKQLGKQQ
	45
	0.4000
	4.76

	30
	VAVAAKVAI
	262
	0.4000
	4.76

	31
	FEVFLAKLR
	278
	0.4000
	4.76


	ALLELE: DRB1_1327
	Threshold for 3 % with score: 2.6
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	4.6600
	52.95

	2
	LVIGMTRQV
	18
	4.4000
	50.00

	3
	VFLAKLRLF
	280
	4.1000
	46.59

	4
	VAILAVLLA
	268
	3.5000
	39.77

	5
	LVIVIVAET
	182
	3.4000
	38.64

	6
	VIGMTRQVR
	19
	3.2000
	36.36

	7
	VSLAGVLAF
	171
	3.2000
	36.36

	8
	LLIAAIAPL
	75
	3.1600
	35.91

	9
	LKQLGKQQI
	46
	3.0000
	34.09

	10
	IVFAAAPVI
	61
	3.0000
	34.09

	11
	LLFLGTVAL
	102
	2.8600
	32.50

	12
	MVGAPLVIG
	13
	2.8000
	31.82

	13
	VLAFVALVI
	176
	2.8000
	31.82

	14
	FLAKLRLFR
	281
	2.7000
	30.68

	15
	MRLTVLLAL
	229
	2.6600
	30.23

	16
	LEYAGPRLA
	213
	2.6000
	29.55

	17
	LATFEVFLA
	275
	2.6000
	29.55

	18
	IVAGTTLLI
	69
	2.4000
	27.27

	19
	FVALVIVIV
	179
	2.4000
	27.27

	20
	LLALLANLF
	234
	2.4000
	27.27

	21
	VAVAAKVAI
	262
	2.3000
	26.14

	22
	VLLALLANL
	233
	2.1600
	24.55

	23
	VVSLAGVLA
	170
	1.9000
	21.59

	24
	VFALSIPAG
	144
	1.8000
	20.45

	25
	ILLAVFALS
	140
	1.7000
	19.32

	26
	FLPWGIAGA
	242
	1.7000
	19.32

	27
	LALLAVTAA
	300
	1.7000
	19.32

	28
	VMVGAPLVI
	12
	1.6000
	18.18

	29
	WRDLLKQLG
	42
	1.6000
	18.18

	30
	VFAAAPVIV
	62
	1.5000
	17.05

	31
	LELTMVHEA
	202
	1.5000
	17.05


	ALLELE: DRB1_1328
	Threshold for 3 % with score: 2.6
	Highest Score achievable by any peptide: 8.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	4.6600
	52.95

	2
	LVIGMTRQV
	18
	4.4000
	50.00

	3
	VFLAKLRLF
	280
	4.1000
	46.59

	4
	VAILAVLLA
	268
	3.5000
	39.77

	5
	LVIVIVAET
	182
	3.4000
	38.64

	6
	VIGMTRQVR
	19
	3.2000
	36.36

	7
	VSLAGVLAF
	171
	3.2000
	36.36

	8
	LLIAAIAPL
	75
	3.1600
	35.91

	9
	LKQLGKQQI
	46
	3.0000
	34.09

	10
	IVFAAAPVI
	61
	3.0000
	34.09

	11
	LLFLGTVAL
	102
	2.8600
	32.50

	12
	MVGAPLVIG
	13
	2.8000
	31.82

	13
	VLAFVALVI
	176
	2.8000
	31.82

	14
	FLAKLRLFR
	281
	2.7000
	30.68

	15
	MRLTVLLAL
	229
	2.6600
	30.23

	16
	LEYAGPRLA
	213
	2.6000
	29.55

	17
	LATFEVFLA
	275
	2.6000
	29.55

	18
	IVAGTTLLI
	69
	2.4000
	27.27

	19
	FVALVIVIV
	179
	2.4000
	27.27

	20
	LLALLANLF
	234
	2.4000
	27.27

	21
	VAVAAKVAI
	262
	2.3000
	26.14

	22
	VLLALLANL
	233
	2.1600
	24.55

	23
	VVSLAGVLA
	170
	1.9000
	21.59

	24
	VFALSIPAG
	144
	1.8000
	20.45

	25
	ILLAVFALS
	140
	1.7000
	19.32

	26
	FLPWGIAGA
	242
	1.7000
	19.32

	27
	LALLAVTAA
	300
	1.7000
	19.32

	28
	VMVGAPLVI
	12
	1.6000
	18.18

	29
	WRDLLKQLG
	42
	1.6000
	18.18

	30
	VFAAAPVIV
	62
	1.5000
	17.05

	31
	LELTMVHEA
	202
	1.5000
	17.05


	ALLELE: DRB1_1501
	Threshold for 3 % with score: 3.25
	Highest Score achievable by any peptide: 9.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	6.1000
	62.24

	2
	VLAFVALVI
	176
	6.0000
	61.22

	3
	MRLTVLLAL
	229
	5.5000
	56.12

	4
	IVAGTTLLI
	69
	4.6600
	47.55

	5
	LALLANLFL
	235
	4.6000
	46.94

	6
	VVGLLFLGT
	99
	4.2000
	42.86

	7
	VMVGAPLVI
	12
	4.0000
	40.82

	8
	IVFAAAPVI
	61
	3.9000
	39.80

	9
	LLAVFALSI
	141
	3.8000
	38.78

	10
	VVSLAGVLA
	170
	3.6000
	36.73

	11
	VLEYAGPRL
	212
	3.6000
	36.73

	12
	VAILAVLLA
	268
	3.6000
	36.73

	13
	LATFEVFLA
	275
	3.5000
	35.71

	14
	LVIGMTRQV
	18
	3.3600
	34.29

	15
	LVIVIVAET
	182
	3.3000
	33.67

	16
	LLFLGTVAL
	102
	3.0600
	31.22

	17
	LLIAAIAPL
	75
	3.0500
	31.12

	18
	LFAVVGLLF
	96
	3.0000
	30.61

	19
	LTVLLALLA
	231
	2.9000
	29.59

	20
	VEWAAGMRL
	223
	2.8000
	28.57

	21
	VLLALLANL
	233
	2.7000
	27.55

	22
	LFLPWGIAG
	241
	2.7000
	27.55

	23
	FRVPELLAG
	288
	2.7000
	27.55

	24
	LFRVPELLA
	287
	2.6000
	26.53

	25
	LLAGSFLLA
	293
	2.6000
	26.53

	26
	LVEPTILLA
	135
	2.5500
	26.02

	27
	VGLLFLGTV
	100
	2.5000
	25.51

	28
	VEPTILLAV
	136
	2.5000
	25.51

	29
	LAGSFLLAL
	294
	2.5000
	25.51

	30
	VALVIVIVA
	180
	2.4000
	24.49

	31
	LAKLRLFRV
	282
	2.4000
	24.49


	ALLELE: DRB1_1502
	Threshold for 3 % with score: 3.25
	Highest Score achievable by any peptide: 9.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	5.1000
	52.04

	2
	VLAFVALVI
	176
	5.0000
	51.02

	3
	MRLTVLLAL
	229
	4.5000
	45.92

	4
	FRVPELLAG
	288
	3.7000
	37.76

	5
	IVAGTTLLI
	69
	3.6600
	37.35

	6
	LALLANLFL
	235
	3.6000
	36.73

	7
	FAVVGLLFL
	97
	3.3000
	33.67

	8
	FLGTVALTL
	104
	3.3000
	33.67

	9
	FVALVIVIV
	179
	3.2500
	33.16

	10
	VVGLLFLGT
	99
	3.2000
	32.65

	11
	WAAGMRLTV
	225
	3.2000
	32.65

	12
	VMVGAPLVI
	12
	3.0000
	30.61

	13
	IVFAAAPVI
	61
	2.9000
	29.59

	14
	LLAVFALSI
	141
	2.8000
	28.57

	15
	VVSLAGVLA
	170
	2.6000
	26.53

	16
	VLEYAGPRL
	212
	2.6000
	26.53

	17
	VAILAVLLA
	268
	2.6000
	26.53

	18
	LATFEVFLA
	275
	2.5000
	25.51

	19
	LVIGMTRQV
	18
	2.3600
	24.08

	20
	LVIVIVAET
	182
	2.3000
	23.47

	21
	FLAKLRLFR
	281
	2.2000
	22.45

	22
	LLFLGTVAL
	102
	2.0600
	21.02

	23
	LLIAAIAPL
	75
	2.0500
	20.92

	24
	LFAVVGLLF
	96
	2.0000
	20.41

	25
	FLLALLAVT
	298
	2.0000
	20.41

	26
	LTVLLALLA
	231
	1.9000
	19.39

	27
	VEWAAGMRL
	223
	1.8000
	18.37

	28
	WGIAGAAPT
	245
	1.8000
	18.37

	29
	FLPWGIAGA
	242
	1.7500
	17.86

	30
	VLLALLANL
	233
	1.7000
	17.35

	31
	LFLPWGIAG
	241
	1.7000
	17.35


	ALLELE: DRB1_1506
	Threshold for 3 % with score: 3.1
	Highest Score achievable by any peptide: 9.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	LRLFRVPEL
	285
	6.1000
	62.24

	2
	VLAFVALVI
	176
	6.0000
	61.22

	3
	MRLTVLLAL
	229
	5.5000
	56.12

	4
	IVAGTTLLI
	69
	4.6600
	47.55

	5
	LALLANLFL
	235
	4.6000
	46.94

	6
	VVGLLFLGT
	99
	4.2000
	42.86

	7
	VMVGAPLVI
	12
	4.0000
	40.82

	8
	IVFAAAPVI
	61
	3.9000
	39.80

	9
	LLAVFALSI
	141
	3.8000
	38.78

	10
	VVSLAGVLA
	170
	3.6000
	36.73

	11
	VLEYAGPRL
	212
	3.6000
	36.73

	12
	VAILAVLLA
	268
	3.6000
	36.73

	13
	LATFEVFLA
	275
	3.5000
	35.71

	14
	LVIGMTRQV
	18
	3.3600
	34.29

	15
	LVIVIVAET
	182
	3.3000
	33.67

	16
	LLFLGTVAL
	102
	3.0600
	31.22

	17
	LLIAAIAPL
	75
	3.0500
	31.12

	18
	LFAVVGLLF
	96
	3.0000
	30.61

	19
	LTVLLALLA
	231
	2.9000
	29.59

	20
	VEWAAGMRL
	223
	2.8000
	28.57

	21
	VLLALLANL
	233
	2.7000
	27.55

	22
	LFLPWGIAG
	241
	2.7000
	27.55

	23
	FRVPELLAG
	288
	2.7000
	27.55

	24
	LFRVPELLA
	287
	2.6000
	26.53

	25
	LLAGSFLLA
	293
	2.6000
	26.53

	26
	LVEPTILLA
	135
	2.5500
	26.02

	27
	VGLLFLGTV
	100
	2.5000
	25.51

	28
	VEPTILLAV
	136
	2.5000
	25.51

	29
	LAGSFLLAL
	294
	2.5000
	25.51

	30
	VALVIVIVA
	180
	2.4000
	24.49

	31
	LAKLRLFRV
	282
	2.4000
	24.49


	ALLELE: DRB5_0101
	Threshold for 3 % with score: 2.3
	Highest Score achievable by any peptide: 9.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVIVAETGR
	184
	4.5000
	45.92

	2
	VIGMTRQVR
	19
	3.9000
	39.80

	3
	MVLEYAGPR
	211
	3.9000
	39.80

	4
	FLGTVALTL
	104
	3.4000
	34.69

	5
	MRLTVLLAL
	229
	3.4000
	34.69

	6
	FEVFLAKLR
	278
	3.4000
	34.69

	7
	VVAVAAKVA
	261
	3.1000
	31.63

	8
	LLAVFALSI
	141
	2.9000
	29.59

	9
	IVFAAAPVI
	61
	2.5000
	25.51

	10
	FAVVGLLFL
	97
	2.5000
	25.51

	11
	LFAVVGLLF
	96
	2.4000
	24.49

	12
	LLALLANLF
	234
	2.3000
	23.47

	13
	VFLAKLRLF
	280
	2.3000
	23.47

	14
	LLAVTAANF
	302
	2.3000
	23.47

	15
	LVIVIVAET
	182
	2.2000
	22.45

	16
	LAGVLAFVA
	173
	1.8000
	18.37

	17
	WGIAGAAPT
	245
	1.8000
	18.37

	18
	VIVAETGRL
	185
	1.7000
	17.35

	19
	LLFLGTVAL
	102
	1.6000
	16.33

	20
	FGGMGASRE
	121
	1.6000
	16.33

	21
	LVEWAAGMR
	222
	1.6000
	16.33

	22
	LAVTAANFF
	303
	1.5000
	15.31

	23
	VIVAGTTLL
	68
	1.4000
	14.29

	24
	LLIAAIAPL
	75
	1.4000
	14.29

	25
	FALSIPAGS
	145
	1.4000
	14.29

	26
	VIVIVAETG
	183
	1.4000
	14.29

	27
	LEYAGPRLA
	213
	1.4000
	14.29

	28
	LVIGMTRQV
	18
	1.3000
	13.27

	29
	VVSLAGVLA
	170
	1.3000
	13.27

	30
	VLLALLANL
	233
	1.3000
	13.27

	31
	ILAVLLATF
	270
	1.3000
	13.27


	ALLELE: DRB5_0105
	Threshold for 3 % with score: 2.3
	Highest Score achievable by any peptide: 9.8


	Rank
	Sequence
	At Position
	Score
	% of Highest Score

	1
	IVIVAETGR
	184
	4.5000
	45.92

	2
	VIGMTRQVR
	19
	3.9000
	39.80

	3
	MVLEYAGPR
	211
	3.9000
	39.80

	4
	FLGTVALTL
	104
	3.4000
	34.69

	5
	MRLTVLLAL
	229
	3.4000
	34.69

	6
	FEVFLAKLR
	278
	3.4000
	34.69

	7
	VVAVAAKVA
	261
	3.1000
	31.63

	8
	LLAVFALSI
	141
	2.9000
	29.59

	9
	IVFAAAPVI
	61
	2.5000
	25.51

	10
	FAVVGLLFL
	97
	2.5000
	25.51

	11
	LFAVVGLLF
	96
	2.4000
	24.49

	12
	LLALLANLF
	234
	2.3000
	23.47

	13
	VFLAKLRLF
	280
	2.3000
	23.47

	14
	LLAVTAANF
	302
	2.3000
	23.47

	15
	LVIVIVAET
	182
	2.2000
	22.45

	16
	LAGVLAFVA
	173
	1.8000
	18.37

	17
	WGIAGAAPT
	245
	1.8000
	18.37

	18
	VIVAETGRL
	185
	1.7000
	17.35

	19
	LLFLGTVAL
	102
	1.6000
	16.33

	20
	FGGMGASRE
	121
	1.6000
	16.33

	21
	LVEWAAGMR
	222
	1.6000
	16.33

	22
	LAVTAANFF
	303
	1.5000
	15.31

	23
	VIVAGTTLL
	68
	1.4000
	14.29

	24
	LLIAAIAPL
	75
	1.4000
	14.29

	25
	FALSIPAGS
	145
	1.4000
	14.29

	26
	VIVIVAETG
	183
	1.4000
	14.29

	27
	LEYAGPRLA
	213
	1.4000
	14.29

	28
	LVIGMTRQV
	18
	1.3000
	13.27

	29
	VVSLAGVLA
	170
	1.3000
	13.27

	30
	VLLALLANL
	233
	1.3000
	13.27

	31
	ILAVLLATF
	270
	1.3000
	13.27


