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	Antigen Name
	Untitled

	Scanned on
	Sat Jan 23 10:24:40 2010

	Length of input sequence
	316 amino acids

	Number of nonamers from input sequence
	308

	Threshold setting
	.5

	Number of alleles in query
	67

	Number of top scorers to be displayed
	4

	Number of top scorers to be displayed
	4

	Proteosome Filter
	on at 5 threshold

	ImmunoProteosome Filter
	on at 5 threshold


	ALLELE: HLA-A1

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	ALDVLTGVV
	255
	0.870

	ANNs+QM
	2
	SANLGALVA
	154
	0.860

	ANNs+QM
	3
	PLDPSADLF
	90
	0.770

	ANNs+QM
	4
	AAGMRLTVL
	227
	0.400


	ALLELE: HLA-A2

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	VLTGVVAVA
	258
	1.760

	ANNs+QM
	2
	SYLAGAAQI
	2
	1.000

	ANNs+QM
	3
	FLGTVALTL
	105
	1.000

	ANNs+QM
	4
	SLAGVLAFV
	173
	1.000


	ALLELE: HLA-A*0201

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	LIAAIAPLV
	77
	1.000

	ANNs+QM
	2
	FAVVGLLFL
	98
	1.000

	ANNs+QM
	3
	LLFLGTVAL
	103
	1.000

	ANNs+QM
	4
	FLGTVALTL
	105
	1.000


	ALLELE: HLA-A*0202

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	ALVEPTILL
	135
	1.000

	ANNs+QM
	2
	ALDVLTGVV
	255
	1.000

	ANNs+QM
	3
	LIAAIAPLV
	77
	0.990

	ANNs+QM
	4
	FLGTVALTL
	105
	0.990


	ALLELE: HLA-A*0203

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SLAGVLAFV
	173
	1.000

	ANNs+QM
	2
	LIAAIAPLV
	77
	0.990

	ANNs+QM
	3
	KVAILAVLL
	268
	0.990

	ANNs+QM
	4
	VLAFVALVI
	177
	0.980


	ALLELE: HLA-A*0206

	Threshold for .5 % with score: .5

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	FAVVGLLFL
	98
	3.540

	ANNs+QM
	2
	ALVEPTILL
	135
	1.000

	ANNs+QM
	3
	SLAGVLAFV
	173
	1.000

	ANNs+QM
	4
	GVVAVAAKV
	261
	1.000


	ALLELE: HLA-A*0205

	Threshold for 4 % with score: 5.950

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AAPTALDVL
	251
	15.280

	QM
	2
	FLGTVALTL
	105
	12.600

	QM
	3
	ADLFAVVGL
	95
	11.550

	QM
	4
	LLATFEVFL
	275
	10.280


	ALLELE: HLA-A*1101

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	0.920

	ANNs+QM
	2
	LLAVFALSI
	142
	0.570

	ANNs+QM
	3
	EITIAALVE
	130
	0.490

	ANNs+QM
	4
	PVIVAGTTL
	68
	0.350


	ALLELE: HLA-A11

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	0.990

	ANNs+QM
	2
	IVFAAAPVI
	62
	0.970

	ANNs+QM
	3
	ITIAALVEP
	131
	0.940

	ANNs+QM
	4
	APTALDVLT
	252
	0.880


	ALLELE: HLA-A24

	Threshold for 4 % with score: 7.670

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	TILLAVFAL
	140
	11.830

	QM
	2
	DHPGHVVSL
	166
	10.770

	QM
	3
	AGVLAFVAL
	175
	9.400

	QM
	4
	ALVEPTILL
	135
	9.360


	ALLELE: HLA-A*2402

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	TFEVFLAKL
	278
	1.000

	ANNs+QM
	2
	SYLAGAAQI
	2
	0.990

	ANNs+QM
	3
	PWRDLLKQL
	42
	0.930

	ANNs+QM
	4
	LLATFEVFL
	275
	0.870


	ALLELE: HLA-A3

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	1.000

	ANNs+QM
	2
	RVPELLAGS
	290
	0.980

	ANNs+QM
	3
	GIAGAAPTA
	247
	0.900

	ANNs+QM
	4
	RLFRVPELL
	287
	0.840


	ALLELE: HLA-A*3101

	Threshold for 4 % with score: -1.609

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	QVRARWEGR
	26
	0.693

	QM
	2
	TILLAVFAL
	140
	-1.427

	QM
	3
	RLFRVPELL
	287
	-1.715


	ALLELE: HLA-A31

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	1.000

	ANNs+QM
	2
	SLAGVLAFV
	173
	0.900

	ANNs+QM
	3
	PLDPSADLF
	90
	0.890

	ANNs+QM
	4
	PVIVAGTTL
	68
	0.820


	ALLELE: HLA-A*0301

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	AVAAKVAIL
	264
	0.860

	ANNs+QM
	2
	ADLFAVVGL
	95
	0.810

	ANNs+QM
	3
	GLLFLGTVA
	102
	0.690

	ANNs+QM
	4
	GIAGAAPTA
	247
	0.680


	ALLELE: HLA-A*3302

	Threshold for 4 % with score: -0.105

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	QVRARWEGR
	26
	2.708

	QM
	2
	DVLTGVVAV
	257
	0.405

	QM
	3
	DLFAVVGLL
	96
	-0.105


	ALLELE: HLA-A68.1

	Threshold for 4 % with score: 1.609

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	QVRARWEGR
	26
	5.298

	QM
	2
	DVLTGVVAV
	257
	3.178

	QM
	3
	IVFAAAPVI
	62
	2.079

	QM
	4
	HVVSLAGVL
	170
	2.079


	ALLELE: HLA-A20 Cattle

	Threshold for 4 % with score: 3.401

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AKVAILAVL
	267
	6.215

	QM
	2
	QVRARWEGR
	26
	3.689

	QM
	3
	DLFAVVGLL
	96
	2.708

	QM
	4
	LLFLGTVAL
	103
	2.708


	ALLELE: HLA-A2.1

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	FLGTVALTL
	105
	1.000

	ANNs+QM
	2
	ALVEPTILL
	135
	1.000

	ANNs+QM
	3
	VLAFVALVI
	177
	1.000

	ANNs+QM
	4
	VLEYAGPRL
	213
	1.000


	ALLELE: HLA-B14

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	DHPGHVVSL
	166
	1.000

	ANNs+QM
	2
	AAGMRLTVL
	227
	1.000

	ANNs+QM
	3
	MRLTVLLAL
	230
	1.000

	ANNs+QM
	4
	AKVAILAVL
	267
	1.000


	ALLELE: HLA-B*2702

	Threshold for 4 % with score: 0.000

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	MRLTVLLAL
	230
	4.094

	QM
	2
	LRLFRVPEL
	286
	4.094

	QM
	3
	RLFRVPELL
	287
	2.603

	QM
	4
	LLFLGTVAL
	103
	1.504


	ALLELE: HLA-B27

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	LRLFRVPEL
	286
	1.000

	ANNs+QM
	2
	DVLTGVVAV
	257
	0.750

	ANNs+QM
	3
	MRLTVLLAL
	230
	0.420

	ANNs+QM
	4
	LLATFEVFL
	275
	0.170


	ALLELE: HLA-B*2705

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	MRLTVLLAL
	230
	1.000

	ANNs+QM
	2
	LRLFRVPEL
	286
	1.000

	ANNs+QM
	3
	GLLFLGTVA
	102
	0.560

	ANNs+QM
	4
	GTTLLIAAI
	73
	0.460


	ALLELE: HLA-B*3501

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SPLDPSADL
	89
	1.000

	ANNs+QM
	2
	EPTILLAVF
	138
	1.000

	ANNs+QM
	3
	VPELLAGSF
	291
	1.000

	ANNs+QM
	4
	GPRLALVEW
	218
	0.940


	ALLELE: HLA-B*3701

	Threshold for 4 % with score: 0.405

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	ADLFAVVGL
	95
	3.689

	QM
	2
	VEWAAGMRL
	224
	2.303

	QM
	3
	DLFAVVGLL
	96
	2.015

	QM
	4
	RLFRVPELL
	287
	2.015


	ALLELE: HLA-B*3801

	Threshold for 4 % with score: 0.445

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	DHPGHVVSL
	166
	4.094

	QM
	2
	VPELLAGSF
	291
	2.054

	QM
	3
	TFEVFLAKL
	278
	1.974

	QM
	4
	SPLDPSADL
	89
	1.386


	ALLELE: HLA-B*3901

	Threshold for 4 % with score: 1.792

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	DHPGHVVSL
	166
	4.905

	QM
	2
	MRLTVLLAL
	230
	3.807

	QM
	3
	LRLFRVPEL
	286
	3.807

	QM
	4
	TFEVFLAKL
	278
	2.603


	ALLELE: HLA-B*3902

	Threshold for 4 % with score: 0.693

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AKVAILAVL
	267
	3.178

	QM
	2
	DLFAVVGLL
	96
	0.875

	QM
	3
	FLGTVALTL
	105
	0.875

	QM
	4
	HVVSLAGVL
	170
	0.875


	ALLELE: HLA-B40

	Threshold for 4 % with score: 0.000

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	3.689

	QM
	2
	ADLFAVVGL
	95
	2.303

	QM
	3
	LDVLTGVVA
	256
	2.303

	QM
	4
	AGVLAFVAL
	175
	1.386


	ALLELE: HLA-B*4403

	Threshold for 4 % with score: 0.405

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	ADLFAVVGL
	95
	2.197

	QM
	2
	VSLAGVLAF
	172
	1.792

	QM
	3
	VEWAAGMRL
	224
	1.792

	QM
	4
	EPTILLAVF
	138
	0.811


	ALLELE: HLA-B*5101

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	VGLLFLGTV
	101
	1.000

	ANNs+QM
	2
	TALDVLTGV
	254
	1.000

	ANNs+QM
	3
	VAVAAKVAI
	263
	0.970

	ANNs+QM
	4
	LALLANLFL
	236
	0.960


	ALLELE: HLA-B*5102

	Threshold for 4 % with score: 9.050

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VAVAAKVAI
	263
	16.730

	QM
	2
	VGLLFLGTV
	101
	12.750

	QM
	3
	TALDVLTGV
	254
	12.710

	QM
	4
	VPELLAGSF
	291
	10.860


	ALLELE: HLA-B*5103

	Threshold for 4 % with score: 9.280

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VAVAAKVAI
	263
	16.730

	QM
	2
	VPELLAGSF
	291
	15.860

	QM
	3
	VGLLFLGTV
	101
	12.750

	QM
	4
	TALDVLTGV
	254
	12.710


	ALLELE: HLA-B*5201

	Threshold for 4 % with score: 1.974

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	IVFAAAPVI
	62
	4.905

	QM
	2
	EPTILLAVF
	138
	4.190

	QM
	3
	ALDVLTGVV
	255
	3.967

	QM
	4
	VLAFVALVI
	177
	3.401


	ALLELE: HLA-B*5301

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SPLDPSADL
	89
	1.000

	ANNs+QM
	2
	EPTILLAVF
	138
	1.000

	ANNs+QM
	3
	GPRLALVEW
	218
	1.000

	ANNs+QM
	4
	VPELLAGSF
	291
	1.000


	ALLELE: HLA-B*5401

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SPLDPSADL
	89
	1.000

	ANNs+QM
	2
	GPRLALVEW
	218
	1.000

	ANNs+QM
	3
	EPTILLAVF
	138
	0.990

	ANNs+QM
	4
	VPELLAGSF
	291
	0.970


	ALLELE: HLA-B*51

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SPLDPSADL
	89
	1.000

	ANNs+QM
	2
	LAGSFLLAL
	295
	1.000

	ANNs+QM
	3
	EPTILLAVF
	138
	0.990

	ANNs+QM
	4
	VPELLAGSF
	291
	0.970


	ALLELE: HLA-B*5801

	Threshold for 4 % with score: -0.223

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VSLAGVLAF
	172
	3.967

	QM
	2
	GPRLALVEW
	218
	1.569

	QM
	3
	GTTIVFAAA
	59
	1.281

	QM
	4
	GTTLLIAAI
	73
	1.281


	ALLELE: HLA-B60

	Threshold for 4 % with score: 1.386

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	5.864

	QM
	2
	ADLFAVVGL
	95
	4.382

	QM
	3
	PELLAGSFL
	292
	3.466

	QM
	4
	AGMRLTVLL
	228
	2.868


	ALLELE: HLA-B61

	Threshold for 4 % with score: 0.000

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	2.773

	QM
	2
	LDVLTGVVA
	256
	1.609

	QM
	3
	ADLFAVVGL
	95
	0.693

	QM
	4
	VGLLFLGTV
	101
	0.693


	ALLELE: HLA-B62

	Threshold for 4 % with score: 0.693

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	FLGTVALTL
	105
	2.357

	QM
	2
	GLLFLGTVA
	102
	1.664

	QM
	3
	VLAFVALVI
	177
	1.664

	QM
	4
	VLTGVVAVA
	258
	1.664


	ALLELE: HLA-B7

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	PVIVAGTTL
	68
	1.000

	ANNs+QM
	2
	SPLDPSADL
	89
	1.000

	ANNs+QM
	3
	EPTILLAVF
	138
	1.000

	ANNs+QM
	4
	AVAAKVAIL
	264
	1.000


	ALLELE: HLA-B*0702

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	SPLDPSADL
	89
	1.000

	ANNs+QM
	2
	EPTILLAVF
	138
	1.000

	ANNs+QM
	3
	IPAGSANLG
	150
	0.990

	ANNs+QM
	4
	VPELLAGSF
	291
	0.960


	ALLELE: HLA-B8

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	1.000

	ANNs+QM
	2
	LALLANLFL
	236
	0.750

	ANNs+QM
	3
	PLDPSADLF
	90
	0.700

	ANNs+QM
	4
	EITIAALVE
	130
	0.700


	ALLELE: HLA-Cw*0301

	Threshold for 4 % with score: 2.015

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AGVLAFVAL
	175
	4.605

	QM
	2
	FAVVGLLFL
	98
	3.689

	QM
	3
	AALVEPTIL
	134
	3.689

	QM
	4
	MRLTVLLAL
	230
	3.689


	ALLELE: HLA-Cw*0401

	Threshold for 4 % with score: 4.370

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	10.370

	QM
	2
	SPLDPSADL
	89
	10.310

	QM
	3
	VLEYAGPRL
	213
	8.370

	QM
	4
	TFEVFLAKL
	278
	5.910


	ALLELE: HLA-Cw*0602

	Threshold for 4 % with score: 1.482

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	LAGSFLLAL
	295
	2.580

	QM
	2
	RLTVLLALL
	231
	2.485

	QM
	3
	AKVAILAVL
	267
	2.485

	QM
	4
	TFEVFLAKL
	278
	2.485


	ALLELE: HLA-Cw*0702

	Threshold for 4 % with score: 1.212

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	EPTILLAVF
	138
	2.485

	QM
	2
	LAGSFLLAL
	295
	1.846

	QM
	3
	VPELLAGSF
	291
	1.792

	QM
	4
	MRLTVLLAL
	230
	1.751


	ALLELE: H2-Db

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	FAVVGLLFL
	98
	1.000

	ANNs+QM
	2
	AGSANLGAL
	152
	1.000

	ANNs+QM
	3
	GIAGAAPTA
	247
	0.930

	ANNs+QM
	4
	IAGAAPTAL
	248
	0.890


	ALLELE: H2-Dd

	Threshold for 4 % with score: 11.800

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AGMRLTVLL
	228
	18.380

	QM
	2
	AGVLAFVAL
	175
	18.050

	QM
	3
	MGASREITI
	125
	17.860

	QM
	4
	DHPGHVVSL
	166
	15.420


	ALLELE: H2-Kb

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	LAGSFLLAL
	295
	1.000

	ANNs+QM
	2
	AALVEPTIL
	134
	0.980

	ANNs+QM
	3
	AGSFLLALL
	296
	0.980

	ANNs+QM
	4
	SPLDPSADL
	89
	0.970


	ALLELE: H2-Kd

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	TFEVFLAKL
	278
	1.000

	ANNs+QM
	2
	LLATFEVFL
	275
	0.980

	ANNs+QM
	3
	SYLAGAAQI
	2
	0.940

	ANNs+QM
	4
	LRLFRVPEL
	286
	0.880


	ALLELE: H2-Kk

	Threshold for 4 % with score: 1.609

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	3.401

	QM
	2
	VLAFVALVI
	177
	2.708

	QM
	3
	VAVAAKVAI
	263
	2.708

	QM
	4
	SYLAGAAQI
	2
	2.303


	ALLELE: H2-Ld

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	VSLAGVLAF
	172
	1.000

	ANNs+QM
	2
	LALLANLFL
	236
	0.830

	ANNs+QM
	3
	IPAGSANLG
	150
	0.800

	ANNs+QM
	4
	SPLDPSADL
	89
	0.790


	ALLELE: HLA-G

	Threshold for 4 % with score: 9.260

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	DHPGHVVSL
	166
	18.040

	QM
	2
	FLGTVALTL
	105
	17.180

	QM
	3
	SIPAGSANL
	149
	17.170

	QM
	4
	AVAAKVAIL
	264
	15.440


	ALLELE: H-2Qa

	Threshold for 4 % with score: 6.000

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	RLFRVPELL
	287
	11.510

	QM
	2
	MRLTVLLAL
	230
	10.040

	QM
	3
	TILLAVFAL
	140
	8.380

	QM
	4
	AALVEPTIL
	134
	7.380


	ALLELE: HLA-B*2706

	Threshold for 4 % with score: 5.000

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	RARWEGRAG
	28
	4.010

	QM
	2
	IAGAAPTAL
	248
	3.340

	QM
	3
	PWRDLLKQL
	42
	2.960

	QM
	4
	IPAGSANLG
	150
	2.870


	ALLELE: HLA-B35

	Threshold for 4 % with score: 8.350

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VPELLAGSF
	291
	12.130

	QM
	2
	SPLDPSADL
	89
	10.930

	QM
	3
	PVIVAGTTL
	68
	9.340

	QM
	4
	AVAAKVAIL
	264
	9.150


	ALLELE: Mamu-A*01

	Threshold for 4 % with score: 3.650

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	SPLDPSADL
	89
	5.910

	QM
	2
	SIPAGSANL
	149
	3.890

	QM
	3
	DHPGHVVSL
	166
	3.770

	QM
	4
	ALVEPTILL
	135
	2.450


	ALLELE: HLA-A*0204

	Threshold for 4 % with score: 12.070

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	RLFRVPELL
	287
	22.290

	QM
	2
	RLTVLLALL
	231
	20.290

	QM
	3
	DLFAVVGLL
	96
	19.530

	QM
	4
	VLTGVVAVA
	258
	18.360


	ALLELE: HLA-B*2703

	Threshold for 4 % with score: 5.130

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	LRLFRVPEL
	286
	7.430

	QM
	2
	FRVPELLAG
	289
	4.440

	QM
	3
	DHPGHVVSL
	166
	4.430

	QM
	4
	RLFRVPELL
	287
	3.030


	ALLELE: HLA-B*2704

	Threshold for 4 % with score: 8.790

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	VEWAAGMRL
	224
	14.410

	QM
	2
	LRLFRVPEL
	286
	14.110

	QM
	3
	IAGAAPTAL
	248
	12.810

	QM
	4
	AGSFLLALL
	296
	12.680


	ALLELE: HLA-B*2902

	Threshold for 4 % with score: 7.750

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	AQIGGVMVG
	8
	9.650

	QM
	2
	IAGAAPTAL
	248
	9.030

	QM
	3
	VEWAAGMRL
	224
	8.890

	QM
	4
	PVIVAGTTL
	68
	8.510


	ALLELE: HLA-A*3301

	Threshold for 4 % with score: 3.840

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	LIAAIAPLV
	77
	2.780

	QM
	2
	QVRARWEGR
	26
	2.520

	QM
	3
	LAGVLAFVA
	174
	2.180

	QM
	4
	IVFAAAPVI
	62
	1.920


	ALLELE: HLA-B44

	Threshold for 4 % with score: 4.900

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	QM
	1
	PELLAGSFL
	292
	8.740

	QM
	2
	AGVLAFVAL
	175
	7.450

	QM
	3
	GTTLLIAAI
	73
	6.530

	QM
	4
	SANLGALVA
	154
	5.800


	ALLELE: HLA-A*6801

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	QVRARWEGR
	26
	1.000

	ANNs+QM
	2
	VLAFVALVI
	177
	0.940

	ANNs+QM
	3
	IVFAAAPVI
	62
	0.930

	ANNs+QM
	4
	MGASREITI
	125
	0.910


	ALLELE: HLA-A*6802

	Threshold for 4 % with score: 4

	Prediction method
	Rank
	Sequence
	Residue No.
	Peptide Score

	ANNs+QM
	1
	PTILLAVFA
	139
	1.000

	ANNs+QM
	2
	SLAGVLAFV
	173
	0.990

	ANNs+QM
	3
	LLATFEVFL
	275
	0.990

	ANNs+QM
	4
	QVRARWEGR
	26
	0.980


