Predicted epitopes:
No. Start Position End Position
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97
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165
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339
367
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427
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504
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495
510
555

Peptide
MPQTTDEAASVS
VADIKPRSRDVTDGLEKA

MDDEDFAKPQIGVASSWNEI
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TIT
EGPKGGPGM
KGAGL
RFSGGTT
PEAVDGG
AEFASRQQDFSPPPPRYTT

Peptide Length
12
18
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