Predicted epitopes:

No. Start Position End Position
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Peptide
DPLGPGAPVL
RVTG
ATPTVCDDDPVM
HAERGLPTVSSSDAVQ
PGFSPATP
AA
VPIW
AGCYGPPR
GTNGKTTT
SLRPEAG
Y
A
AGLDDS
DGSPAQ
GEPAAREL
IPVPGPVG
GVPAGAIAD
TYVDDSKATNPHAA
AA
RHAPDVP
AGEDTGMPATVE
KDDKAGETVG
RMAQPGDT
GASFD
FTGYADRGEA

Peptide Length
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