
Predicted epitopes:

No. Start Position End Position Peptide Peptide Length
1 1 1 M 1
2 5 15 GLVDENDGAAM 11
3 43 43 E 1
4 46 47 DR 2
5 103 106 IDEE 4
6 108 108 V 1
7 128 133 PKPLRL 6
8 136 151 VSAHPASIGFPPYHPP 16
9 161 165 RVRDE 5
10 174 186 DKTNGQPFSDDDE 13
11 210 211 KA 2
12 217 217 E 1
13 221 221 D 1
14 227 233 LSGTEPA 7
15 258 266 VDEDMPAAD 9
16 289 289 P 1
17 305 305 R 1
18 317 321 ELADA 5
19 344 352 QGGPGAFTD 9
20 389 389 R 1
21 412 424 AVPHERNPEVQQR 13
22 448 451 GASQ 4
23 471 473 GLR 3
24 489 491 LAD 3
25 494 495 EA 2
26 528 541 TDNGRGLPDEFTGS 14
27 548 557 QRAEQAGGEF 10
28 562 567 VPGASG 6
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