Predicted epitopes:

No. Start Position End Position Peptide Peptide Length
1 10 10 R 1
2 27 31 RGYDS 5
3 59 73 AEMPSTALSGTTGLG 15
4 77 95 WATHGRPTDRNAHPHRDAA 19
5 118 118 T 1
6 121 130 VEFASDTDTE 10
7 141 149 RHGETADDF 9
g8 171 177 ADDPGTL 7
9 196 196 F 1
10 212 215 VELG 4
11 227 243 YRISDFDGNDGLQAGRD 17
12 254 260 AAAEKGG 7
13 270 276 AEQPAAV 7
14 295 298 RLSD 4
15 301 301 L 1
16 347 349 PVL 3
17 360 368 QSGETADTL 9
18 373 377 HAKEQ 5
19 387 395 TNGSQIPRE 9
20 403 411 RAGPEIGVA 9
21 433 445 ARGTKYPDEVERE 13
22 464 467 GPVA 4
23 509 509 F 1
24 511 511 A 1
25 513 516 ELKH 4
26 533 540 PSPKGSAT 8
27 564 572 EEGDETVRP 9
28 606 606 A 1
29 608 618 GYDVDKPRNLA 11



	Predicted epitopes:

